Kog Ha

onaHke

28.196.
27.103.
27.91.
28.111.
27.113.
28.222.
27.3.
27.104.
28.256.
27.4.
28.110.
28.151.
28.357.
28.227.
28.184.
27.1.
27.87.
28.153.
27.102.
28.382.
27.56.
27.55.
27.25.
27.69.
27.57.
28.228.
27.92.
27.5.
27.21.

28.193.
28.94.
28.93.
28.95.
28.107.
28.108.
28.96.1.
28.97.1.
28.96.2.
28.97.2.
28.99.1.
28.98.1.
28.98.2.
28.99.2.

27.109.1.
27.109.2.
27.6.
27.81.
27.82.
27.80.
28.103.

27.110.1.
27.110.2.
27.84.
27.62.
50.2.1368.

28.119.

27.70.1.
27.70.2.
27.99.1.
27.99.2.

3.9.1.

3.9.2.

3.1.1.
3.1.2.

HomeHknatypa

01.KOMIEKCHbIE NCCIEAOBAHUA
01.01.06ME OMATHOCTUNYECKME KOMIIEKCHI

CHECK-UP CKPUHWHT (aHanus kposu)_ MK
AHemus (komnnekc) MK

AHTMdochonmnuaHbii cuHgpom(komnnekc ) MK
Bruoxmmusa 19 nokasaTtenen (pacwmpeHHas) MK
Broxumusa 8 nokasarenen_MK

BogHo-conesow 6anaHc MK

BpenHbIit 1 NonesHbIn XonecTepuH

BbinageHne Bonoc (CKpuHuHI)(komnnekc ) MK
"emocTasunorpamma (Koarynorpamma) pacwmperHas_MK
TEMOCTA3NOIPAMMA (Koarynorpamma) MK
rOCMUTANBHBIV (KOMMNEKC PACLUMPEHHBLIN) MK
OEOULUNT MOOA MK

[ns Tex, kTo B 30He pucka COVID-19_MK
3poposbint nHTepec_MK

KIKOY K 30OPOBbIO_MK

Komnnekc ansa rocnutanusaunm_MK
MeTabonuyeckuii npocunb(komnnekc ) MK
MWHEPATIbI ANA 300POBbA_MK
Octeonopo3_MK

Mepen BakunHaumen ot COVID-19

[MeyeHb 1 nogxenyaoyHas xenesa_MK
MomxenynoyHas xenesa_MK

Moukm_MK

PeBmatoungHbin aptput (komnnekc) MK
CyctaBebl (komnnekc) MK

Teon nmmyHutetr MK

Llennakusi(komnnekc ) MK

LLinToBnaHas xenesa (CKpnHUHI) MK
LLinToBnaHasa xenesa_MK

01.02.AMATHOCTUKA UHOEKLIW

TORCH - MUHPEKLNW ¢ onpeaenernvem asngHoctn IgG_MK

MuP-13 + KBM konunyectBeHHbin_MK

MUP-13 kavecTBeHHbIN_MK

NMuP-14 ANA XEHWWH (MUP-13 + naktobaktepmm) konmyecTBeHHbIn MK
MUP-4 BUPYChbI (aHanu3 maska) ka4ecTBeHHbIn MK

MuP-4 BUPYChbI (aHanu3 maska) konmuectBeHHbIi_ MK

MUP-4 UMMM natoreHbl (aHanM3 maska) kavecTBeHHbIi MK

MUP-4 UMMM natoreHbl (aHanvM3 maska) konuyecTtBeHHbln_MK

MUP-4 UMMM natoreHbl (aHanmM3 Moyn, cnepmMbl) Ka4ecTBeHHbIN MK

MUP-4 UMMM natoreHbl (aHanM3 Mo4n, cnepMbl) KonuyecTBeHHbIi. MK

MUP-4 UMMM ycnoBHble NaToreHbl (aHanu3 maska) KonmyecTBeHHbIn MK
MUP-4 UMMM ycnoBHble NnaToreHbl (aHan13 maska) kavyecTBeHHbI_MK

MLUP-4 UMMM ycnoBHble NaToreHbl (aHanu3 mMo4un, cnepmbl) kayecTBeHHbIi_ MK
MUP-4 UMMM ycnoBHble NaToreHbl (aHan1M3 moyn, cnepMbl) KonuyecTBeHHbIi. MK

01.03.04J1A >KEHLLUNH

CHECK-UP Ne1 ANA XEHWMWH (ananus kposu) MK

CHECK-UP Ne2 ONA XEHLUNH (aHanns maska) MK

AgpeHoreHuTanbHbIv KoMnneke (M30bITOK My>CKUX TOPMOHOB Y XXeHLmH)(komnneke ) MK
YKeHckue ropMoHbl (ntoTemHoBas pasa) MK

XeHckne ropmoHbl (MeHonay3a) MK

YKeHckune ropMoHb! (honnmkynsipHas dasa) MK

OHkomapkepbl Ans xeHwmH_MK

01.04.451A MY>XX4YNH

CHECK-UP Ne1 O11A MY>XXYUH (ananus kposu) MK
CHECK-UP Ne2 ONnA MYXYWNH (aHann3 moumn) MK
My>xkckme ropmoHbl_ MK

OHKOMapKepbl Anst My>4uH (komnnekc) MK

TecTocTepoH cBo6OAHbIN (ONpeaeneHne TectoctepoHa obuero, FCIMI u nHaekca cBO6OAHBIX

aHOpPOreHoB)

01.06.0015 AETEN

CHECK-UP Ne1 ANA OETEM n NOOPOCTKOB (aHanus kposu) MK

AHanusbl 4nA AEeTCKOro cafa, LKorbl, AeTCcKoro nareps ( BeHosHas kposb) MK
AHanu3sbl ANs AeTCKOro cafa, LUKOMbl, 4eTCKOro nareps (kanunnspHas kposb) MK
3[0POBbIN PEBEHOK (eHosHas kpoBb) MK

3[0POBbIVN PEEEHOK (kanunnsipHas kpoBb) MK

02.0BLIEKNMNHNYECKVE NCCITIEOOBAHNA
02.01.0BLWEKITMHNYECKME NCCNEAOBAHWA KPOBU

02.01.01.06wwmi aHanM3 KpoBM

KnuHnyecknin aHanusa kpoBu ¢ nenkoumTapHoi popmynoi n CO3 (c MUKpockonuer maska

KPOBM MPU BbISIBIIEHUM NATOJIOrMYECKNX U3MEHEHWI) (BEHO3HAs KPOBb)

KnuHnyeckuii aHanu3 kpoBwu ¢ nenkoumntapHon dopmynon n COS (c Mukpockonven maska

KDOBM NPW BbISIBIIEHUM NATONOMMYECKUX M3MEHEHWI) (KanunispHasi KpoBb)
06wt aHanu3 kposu 6e3 nenkounTapHom opmyrbl (BEHO3Has KPOBb
06wt aHanu3 KpoBu 6e3 nenkounTapHoOM opMyrbl (KanunnsipHasi KPoBb)

Cpok
BbINOSTHEHNS
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Llena

7810
3220
4 800
4040
990
650
1080
1900
3160
1350
5030
1400
2950
2 660
1240
1410
4 250
450
4230
2390
1810
1060
1320
2930
1790
2510
5230
2070
2870

7 830
3960
3520
4 360
1110
1330
1100
1180
1100
1180
1180
1100
1100
1180

13 330
5200
1760
800
1530
4090
5420

12 950
4 460
4830
3540

1780

7 650
1380
1380
690
690

510

510

220
220



3.4.

3.3.1L
3.3.2.

3.5.1

3.5.2.

3.6.1.
3.6.2.

3.8.1.

3.8.2.

3.7.1.
3.7.2.

9.3.
9.4.
10.1.
9.2.
9.1.

21.12.
21.11.
21.6.
21.2.
21.14.
21.7.
21.3.
21.13.
21.10.

21.5.

1.3.
1.3.1.
1.2.
1.53.
1.64.1

1.641.1.
1.641.2.
1.4.
1.4.1.
1.52.
1.52.1.
1.5.1.
1.5.

1.1.
1.1.1.
1.205.

1.108.
1.58.
1.49.
1.57.
1.54.
1.51.
1.50.
1.46.
1.101.

1.6.
1.7.
1.13.
1.13.1.
1.12.
1.12.1.
1.65.1

1.67.1

1.66.1

O6LWwmiA aHanM3 KPoBU pacLUMPEHHbIN C NelkoLuuTapHon (hopMyron 1 peTuKynoumMTamm
(TONbKO BEHO3Has KPOBb)

02.01.02.CO3
COD3 no BecteprpeHy (BeHO3Has KPOBb)
COJ3 no BecteprpeHy (kanunnsipHas KpoBb)

02.01.03.JlenkountapHas chopmyna
TevikoumutapHas cdopmyna c 0bs3aTenbHON «PyYHOM» MUKPOCKONMEN Maska KpoBu
(BEHO3Has KPOBb)
TevikouutapHas copmyna ¢ 0bs3aTenbHON «PyYHOM» MUKPOCKONMEN Maska KpoBu
(kanunnsipHasi KPOBb)

02.01.04.PeTukynouunTsl
PeTukynounTbl (BEHO3Has KpoBb)
PeTukynounTsl (kanunnsipHas KpoBb)

02.01.05.[JononHutenbHble nccnefoBaHns K 0bLwemy aHanmay Kposu
OnpepeneHne NPOLEHTHOTO CoAepXXaHNs MOHOHYKIEeapoB B KPOBU (BEH. KPOBb)
(Ha3Ha4aTb BMecTe ¢ "OAK")

OnpegeneHne NPOLEHTHOro CoOAepKaHNsi MOHOHYKIeapoB B KPOBM (KanunnspHas KpoBb)

(Ha3Ha4aTb BMmecTe ¢ "OAK")
MoacyeT TpomGoLMTOB No MeToay PoHMO (BEH. kpoBb) (HasHa4vaTb BMmecTe ¢ "OAK")
MoacyeT TpoMbGoLMTOB NO MeToay PoHMO (kanun.KpoBb) (HazHavaTb BMecTe ¢ "OAK")

02.02.0BLEKNNHNYECKUE NCCNEAOBAHUA MO4YA

2-X cTakaHHas npoba
3-x cTakaHHasi npoba
AHann3 Moy nNo 3MMHULKOMY
AHanuns mouun no HeunnopeHko
OOt aHanu3 Mouun

02.03.0BLEKNNHNYECKNE NCCINEAOOBAHUA KATA

BnactouncThbl

MmmeHonennaosbl

WccnepoBaHve cockoba Ha aHTepobuno3s
Konporpamma

JleHTOuYHbIE YepBU

[MpocTenwme

CkpbITasi KpOBb

CTpoHrunovabl

Tect «Colon View Hb 1 Hb/Hp» Ha ckpbITyto KpoBb B Kane (obHapyxeHue remornobvHa nnm
KoMnnekca remornobuHa/rantornobuHa B kane)
Anua renbM1UHTOB

03.BMOXMMNYECKME NCCNEQOBAHNA
03.01.BMOXMMUYECKME NCCNEAOBAHNA KPOBU

03.01.01.BenkoBbIN 1 aMUHOKUCIOTHBIN OOMEH
AnbOymMunH
AnbBbymuH (KanunnspHas KpoBb)
BenkoBble dpakumm B 7.4. O6LWmMIA Genok
omouncTeunH
KoMnneKcHbIn aHann3 KpoBYM Ha aMUHOKUCIIOThI (16 nokasaTenen — anaHuH, apruHuH,
acrnaparMHoBasi KUCINoTa, BasviH, MWLMH, IyTaMUHOBAs KUCNOTa, NIENUMH + usone
KomnneKcHbIi aHanu3 Ha aMUHOKUCIOTbI (32 nokasaTtensi) (KpoBb)
KomnneKcHbI aHanu3 Ha aMuMHoKkMcnoThl (32 nokasaTtens) (Mova)
KpeaTuHuH
KpeaTuHuH (kanunnspHas KpoBb)
MoueBas kucnota
MoueBas kucnota (KanunnspHasi KPoBb)
MoueBwuHa (kanunnsipHas KpoBb)
MoueBuHa.
O6wmin 6enok
O6wwmii 6enok (KanunnspHasi KPOBb)
LncratnH C
03.01.02.Cneuudumyeckne 6enku
Anbda-1-aHTUTpUnNcuH
Anbda-2-makpornobynmH
AHTucTpenTtonuanH-O (ACJ10)
[anTornobuvH
[MpoKkanbLUUTOHUH.
PeBmaTongHbin dakrtop
C-peakTuBHbI Genok
Llepynonna3smuH
B03MHOMUIIBHBIN KATUOHHbIM Genok
03.01.03.JlunnaHbIn obmeH
AnonunonpoTenH A1
AnonunonpoTeunH B
MHpekc ateporeHHocTu (XC obwmia, JTMBIM)
MHpekc ateporeHHocTu (XC obwwmi, JMBI) (kanunnspHas KpoBb)
JlunonpoTeuH (a)
JlunonpoTeuH (a) (kanunnspHasa KpoBb)

HeHacblLeHHble xupHble kucnoTbl cemerictBa OMEGA-3 (afiko3aneHTaeHoBasi KucrnoTa-

EPA, noko3sarekcaeHoBas kucrnota-DHA, anbda-nuHoneHoBas kucrnota-ALA)
HeHachbllweHHble xupHble kncnoTel cemericteBa OMEGA-6 (nnHoneBasi, ramma-
NMHOMIEHOBAs, AUrOMOraMMa-NMHONEHOBast, apaxnaoHoBasi, aMko3aaneHoBas,
[[0oK03aaMeHoBas!, 40

OnpepeneHne Omera-3 MHAekca
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520

180
180

220

220

270
270

180

180

300
300

380
550
440
260
220

290
290
250
350
290
480
260
280

1050
470

240

240

350
1310

3150

4900
4900
200
200
200
200
200
200
200
200
800

1490
540
420
700

3220
380
370
710
970

640
480
400
400
970
970

3700

3200

3450



1.102.

1.102.1.

1.8.
1.8.1.
1.10.
1.10.1.
1.9.
1.9.1.
1.11.
1.11.1.

1.18.
1.14.2.
1.16.
1.16.1.
1.107.
1.63.
1.108.
1.109.
1.19.
1.17.
1.15.

1.21.
1.21.1.
1.20.
1.20.1.
1.22.
1.22.1.
1.23.
1.23.1.
1.28.
1.28.1.
1.26.
1.26.1.
1.123.
1.29.
1.29.1.
1.27.
1.27.1.
1.24.
1.24.1.
1.31.1.
1.31.
1.30.
1.30.1.
1.32.1.

1.32.

1.33.
1.33.1.
1.25.
1.25.1.

1.36.1.

1.36.
1.34.
1.34.1.
1.35.
1.35.1.

2.90.
2.901.

1.62.
1.601.
1.60.
1.59.
1.591.

4.9.
4.2.
4.8.
4.1.
4.6.
4.5.
4.3.
4.7.

Tpurnuuepnabl

Tpurnuuepuabl (kanunnspHas KPoBb)

XonecTtepuH obLui

XonecTepuH obLwuiA (kanunnsipHas KpoBb)

XonectepuH-J1NBI1

XonectepuH-JTTNBI (kanunnspHas KpoBb)

XonectepuH-JINHIM

XonectepuH-JTNHI (kanunnspHas KpoBb)

XonectepuH-JINOHTT (B Tom Yncne Tpurnuuepuabl)

XonectepuH-JITNIOHI1 (B Tom uncne Tpurnvuepuapbl) (kanunnspHas KpoBb)

03.01.04.YrneBoAHbIi 06MeEH

"MukmpoBaHHbI remornobuH (HbA1c)

[ntokosa (pTopua).

'noko3oTonepaHTHbIN TecT (0-120)

'ntoko3oTonepaHTHbI TecT (0-60-120)

["NOKO30TONEPAHTHBIN TECT C ONpPeAeneHNneM FMoKo3bl U UHCYNUHA
"Moko30TONEPaHTHBIN TECT C OnpeaeneHnem rmwkosbl u C-nentnga
[NoKO30TONEpaHTHLIV TECT C onpeaeneHem rmkosbl, C-nentuga, MHCyNuHa
MHpekc nHcynuHopeancteHTHoct HOMA-IR (koMnnekc )

Jlaktat

PpyKkTO3aMUH

JKcnpecc-aHanua rmko3bl (onpedenseT M/C Ha MecTe)

03.01.05.0epmeHTbI

AcnaptatamuHoTpaHcdepasa (ACT) .
AcnaptatamuHoTpaHcdepasa (ACT) (kanunnsipHas KpoBb)
AnaHnHamunHoTpaHcdepasa (AJTT)
AnaHnHamuHoTpaHcdepasa (AJ1T) (kanunnspHas KpoBb)
Amunasa

AmMunnasa (kanunnsipHasi KpoBb)

AmMunnasa naHkpeaTuyeckas .

AMunasa naHkpeaTnyeckas (kanunnsipHas KpoBb)

Famma-I'T

amma-I'T (kanunnsipHasi KPoBb)
'mapokcmbyTupataerngporeHasa (1-a dopakums)
'maopokcnbyTnpataerngporeHasa (1-a dopakums) (KanunnsipHasi KpoBb)
[noko30-6 bocdpaT aermgporeHasa

KpeaTunHknHasa

KpeaTtuHkmHasa (kanunnspHas KpoBb)

IlaktatgermgporeHasa (JIAr) .

INaktataerngporenasa (JIAIN) (kanunnsapHas KpoBb)

Jlunasa

Jlunasa (kanunnspHas KpoBb)

docaTasa kvcnas HenpocTaTnyeckas (kanunnsipHas KpoBb)
PoctaTasa Kicnas HempocTaTnyeckas.

docdaTasa kucnas obas

PoctaTasa kvucnas obLias (KanunnspHasi KPoBb)
docaTasa kucnas npoctatndeckas (Pocdartasa kucn.obuasi, Pocdarasa kucn.
HenpocTaTmyeckas) (kanunnsipHasi KpoBb)

docaTasa kucnas npoctatndeckas (Poccarasa kucn.obuasi, Pocdarasa kucn.
HenpocTaTnyeckas) (Kommnniekc)

docdaTasa wenoyHas .

PoctaTasa LenoyHas (KanunnspHasi KpoBb)
XonnHacTepasa

XonuHacTepasa (KanunnspHasi KpoBb)

03.01.06.MMUrMeHTHbI 06MeH
BunupybuH Henpsmon (BunupybuH npsamon, Bunnmpybux obLumn) (kanunnspHasi KPoBb)

BunnpybuH Henpsimon (BunmpybuH npsimor, BunnmpybuH obwnin)
Bunupy6uH obLumin

BunnpybuH obLmnin (kanunnsapHas KpoBb)

BunnpybuH npsmon

BunnpybuH npsimon (kanunnsipHas KPoBb)

03.01.07.dnarHocTuka naTonorum nevyeHun 6e3 Guoncum

Haw-dunbpoTecT

Haw-®unbpoTecT (Tonbko pacyeT Npu HanMuum pe3yrbTaToB UCCIeA0BaHUS
CrteaToCkpuH)

CreaToCKpuMH(KOMMIEKC )

dubpoMakc (Tonbko pacyeT Npu Hanuuum pesynbTaToB uccnegoaHus CteatoCKpuH)
PrnbpoMakc(kommnnekc )

dubpoTecT

®PnbpoTecT (TONbKO pacyeT Npy HannynMm pesyneTatoB nccrnegosaHns CteatoCKpuH)

03.01.08.[lnarHocTnka aHeMum

KoadhduumeHT HacbiweHns TpaHcdepprHa
OXCC (CbiBopoTO4HOE *ene3o, JIKCC)
PactBopumble peuenTtopbl TpaHcdheppuHa (STR)
CbIBOPOTOYHOE XerNe3o

TpaHcdeppuH

DepputnH

donathbl

OpUTPONO3THH

03.01.09.AHTUOKCUAAHTHbIV CTaTyC
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220
220
220
220
220
220
190
190
550
550

530
170
750
680
1310
1490
1760
780
630
580
120

180
180
180
180
240
240
280
280
180
180
260
260
1520
260
260
190
190
320
320
230
230
230
230

420

420

180
180
260
260

270

270
180
180
180
180

10 450
9 450

7 100
14 100
14 350
11 050
11 000

520
260
1390
230
520
530
790
1040



13.3. 8-OH peokcuryaHosuvH 7 2820
13.2. 'nytaTnoHnepokcuaasa (I'T11) 9 1690
13.4. O6wwmii aHTHoKkcnAaHTHeIN ctatyc (TAS) 9 2 500
13.1. Cynepokcngancmytasa (COL) 9 2 250

03.01.10.Kapanomapkepbl
7.2. KpeaTuHkuHasza Mb 1 370
7.1. Mworno6uH 1 640
7.5. Moarosou HaTpuiypeTudeckui nentug (NT-proBNP) 1 2 250
7.3. TpOnoHWH | (BbICOKOYYBCTBUTENBHBIN) 1 640

03.01.11.ButamuHbl
1.110. 25-OH ButamuH D cymmapHbin (25-OH Butamun D2 n 25-OH Butamun D3, obyuia 1 1690

pesynbTar)
4.14. BeTa-kapoTuH 7 2 250
4.18. ButamuH B1 7 2100
50.24.2121. ButamuH B12, akTUBHbIN (xonoTpaHckobanamuH) 1 610
4.19. ButamuH B2 7 2100
4.20. ButamuH B3 (H1aumH) 7 2 100
4.21. ButamuH B5 7 2 100
4.22. ButamunH B6 7 2100
4.17. Butamun C 7 2 100
4.16. ButamuH E 7 2100
4.15. ButamuH K 7 2 100
4.11. ButamuH A 7 2110
4.4, ButamuH B12 1 590
4.23.1. Butamubl rpynnel B (B1,82,B3,B5,86,89,B12) 7 11 320
4.24.1. Bopopacteopumbie ButamuHbl (B1,85,B6,C) 7 7 140
4.25.1. YKupopactesopumble BuTamuHbl (A,D,E,K) 7 6 920
4.26.1 KomnneKcHbI aHanu3 kpoBu Ha ButamuHbl (Butamunel A,D,E,K,C,B1, B5,B6) 7 14 850
1.56.1. KomnnekcHbI aHanu3 kpoBu Ha ButamuHel rpynnbl D (D2 n D3) 7 4 900
1.61.1. MeTtabonuTtbl ButammHos rpynnsl D (1,25-OH sutamud D3 n 25-OH ButamuH D3, 7 4530
pasfenbHbIv pesynbTar)

03.01.12.MuHepanbHbI 06MeH
1.42. Ca++, Na+, K+(komnnekc ) 1 370
1.72.1. ArOMUHWI (BONOCHI) 5 940
1.72.2. AnOMUHWI (KPOBb) 5 940
1.72.3. AIOMUHMI (MoYa) 5 940
1.72.4. ANOMUHUIA (HOTTK) 5 940
1.48.11. AHanu3 MuHepanbHoro obmeHa (23 anemeHTa) (Bonochbl) 5 3420
1.48.31. AHanu3 MuHepanbHoro obmeHa (23 anemeHTa) (Mo4a) 5 3420
1.48.41. AHanu3 MuHepanbHoro obmeHa (23 anemeHTa) (HOrTm) 5 3420
1.48.21. AHanu3 MuHeparnbHoro obmeHa (23 anemeHTa) (nnasma) 5 3420
1.69.1. Bop (Bonocel) 5 940
1.69.2. Bop (kpoBb) 5 940
1.69.3. Bop (moua) 5 940
1.69.4. Bop (Hortn) 5 940
1.79.1. Xeneso (Bonochbl) 5 940
1.79.2. XKeneso (kpoBb) 5 940
1.79.3. XKeneso (moya) 5 940
1.79.4. XKeneso (HorTu) 5 940
1.117.2. Wop (kposb) 5 960
1.117.3. Wopn (mMoua) 5 960
1.87.1. Kagmuii (Borochl) 5 940
1.87.2. Kagmuii (kpoBb) 5 940
1.87.3. Kagmui (moya) 5 940
1.87.4. Kagmuia (HorTw) 5 940
1.74.1. Kanun (Bonocel) 5 930
1.39. Kanun (K+), Hatpun (Na+), xnopuabl 1 280
1.74.2. Kanui (kpoBb) 5 940
1.74.3. Kanui (moya) 5 940
1.74.4. Kanun (Hortn) 5 940
1.75.1. Kanbuui (Bonochbl) 5 940
1.75.2. Kanbuui (kpoBb) 5 940
1.75.3. Kanbuun (moya) 5 940
1.75.4. Kanbuui (Hortn) 5 940
1.38. Kanbuuin noHnanposaHHbi (Ca++) 1 410
1.37. Kanbuuin obwuin 1 230
1.80.1. Ko6anbT (Bomnochl) 5 940
1.80.2. KobanbT (kpoBb) 5 940
1.80.3. Ko6anbT (Mo4a) 5 940
1.80.4. KobanbT (HorTm) 5 940
1.68.2. Jlutuin (kpoBb) 5 940
1.68.1. Jlntun (Bonocel) 5 940
1.68.3. Jutuin (mova) 5 940
1.68.4. JIntnn (Hortu) 5 940
1.43. Marnun 1 260
1.71.1. MarHuii (Borochbl) 5 940
1.71.2. Marnui (kpoBb) 5 940
1.71.3. Marnuii (mo4a) 5 940
1.71.4. Marnuit (Hortu) 5 940
1.78.1. MapraHeL (Bonochbl) 5 940



1.78.2. MapraHeL (kpoBb) 5 940
1.78.3. MapraHeu (moya) 5 940
1.78.4. Mapranev, (HorTun) 5 940
1.45. Menpb 1 310
1.82.1. Megnp (Bonochbl) 5 940
1.82.2. Megb (kpoBb) 5 940
1.82.3. Megnb (Moya) 5 940
1.82.4. Meab (HorTn) 5 940
1.86.1. MonnbaeH (Bonochbl) 5 940
1.86.2. Monun6aeH (kpoBb) 5 940
1.86.3. MonnbaeH (moya) 5 940
1.86.4. Monun6aeH (HorTu) 5 940
1.84.1. MbIWwbsK (Bonockl) 5 940
1.84.2. MbILWbsiK (KPOBb) 5 940
1.84.3. MbIWwbsK (Moya) 5 940
1.84.4. MbIwbsiK (HOrTH) 5 940
1.70.1. HaTpuii (Bonochbl) 5 940
1.70.2. HaTpui (kpoBb) 5 940
1.70.3. Hatpuii (moya) 5 940
1.70.4. Hatpun (Hortu) 5 940
1.81.1. Hukenb (Bonocbl) 5 940
1.81.2. Hukenb (KpoBb) 5 940
1.81.3. Hukenb (Mo4a) 5 940
1.81.4. Hukenb (HorTh) 5 940
1.89.1. PTyTb (BOMoCHI) 5 940
1.89.2. PTyTb (KpOBb) 5 940
1.89.3. PTyTb (MOYa) 5 940
1.89.4. PTyTb (HOrTW) 5 940
1.90.1. CBuHeL, (BosOCbI) 5 940
1.90.2. CBuHeL (KkpoBb) 5 940
1.90.3. CBuHeL, (Mo4a) 5 940
1.90.4. CBuHeL (HOrTK) 5 940
1.85.1. CeneH (Bornocbl) 5 940
1.85.2. CeneH (KpoBb) 5 940
1.85.3. CeneH (Mo4a) 5 940
1.85.4. CeneH (HorTn) 5 940
1.88.1. Cypbma (Bosnochl) 5 940
1.88.2. CypbMa (kpoBb) 5 940
1.88.3. Cypbma (Moya) 5 940
1.88.4. CypbMma (Hortn) 5 940
1.73.1. Tannwuii (Bonochbl) 5 940
1.73.2. Tannui (kpoBb) 5 940
1.73.3. Tannuii (mo4a) 5 940
1.73.4. Tannui (HorTwn) 5 940
1.76.1. TutaH (Bonocbl) 5 940
1.76.2. TwuTaH (KpoBb) 5 940
1.76.3. TutaH (Moya) 5 940
1.76.4. TwutaH (HorTw) 5 940
1.44. doccop HeopraHMYeckmin 1 230
1.77.1. Xpom (Borochbl) 5 940
1.77.2. Xpom (KpoBb) 5 940
1.77.3. Xpom (moya) 5 940
1.77.4. Xpom (HorTwn) 5 940
1.47. LinHk 1 250
1.83.1. LinHk (Bonocbl) 5 940
1.83.2. LInHk (kpoBb) 5 940
1.83.3. LInHk (mova) 5 940
1.83.4. LIMHK (HorTm) 5 940
03.02.BMOXNMNYECKNE NCCIEOOBAHUA MOYMN
11.1. pH (pa3oBas) 1 180
11.4.1. AmMunnasa (pasoBas) 1 260
11.4.2. AmMunasa (cyToyHasi) 1 260
11.5. Bunupy6uH (pasosast) 1 160
11.6.1. 'mioko3a (pa3oBas) 1 200
11.6.2. 'nioko3a (cyTovHas) 1 200
11.10. Kanbuuii (Tornbko cyToyHast) 1 240
11.7.1. KpeaTunHUH (pa3oBasi) 1 200
11.7.2. KpeaTuHuH (cyToyHas) 1 200
9.7. JlutoreHHble CBOWCTBA MOYM C pacv4eToOM KpeaTUHWHOBOIO MHAeKca (7 aHanuToB) (pa3oBast) 14 2250
9.6. JInToreHHble CBOMCTBA MOYM C pacveTOM KpeaTMHWHOBOrO uHAaekca (8 aHanuToB) (CyTovHas) 14 2300
11.3.1. MwukpoanbbymuH (anb6ymuH) (pasosas) 1 400
11.3.2. MwkpoanbbymuH (anb6ymnH) (cyTouHas) 1 400
11.9.1. MoueBas kucrnota (pa3oBasi) 1 230
11.9.2. MoueBas kucnota (cyToyHas) 1 230
11.8.1. MoueBwuHa (pasoBasi) 1 200
11.8.2. MoyeBwuHa (cyTo4yHas) 1 200
11.11.1. Hatpun, Kanun (pasosasi) 1 230
11.11.2. Hatpui, Kanui (cytouyHas) 1 230



11.2.1. O6wwi 6enok (pasosast)

11.2.2. O6wuii 6enok (cyToyHast)
11.13. Oxkcanatbl (Tonbko pa3oBasi)
10.2. [Mpob6a Pebepra (cyToyHast)
11.15. Mpo6a CynkoBuya (KanbLuin Moun, Ka4eCTBEHHbIN TeCT) (pa3oBas)
11.12.1. docdop HeopraHuyeckuin (pasoBas)
11.12.2. docthop HeopraHUyeckuii (CyToyHast)
11.16.1. XUMUYeCKnin aHann3 Mo4eBOro kKaMmHs! (CNeKTPOCKOMNUs, KONMYeCTBEHHO)
03.03.BMOXUMNYECKUE NCCNEOOBAHNA KANA
21.17. Anbda-1-aHTUTPUNCuH (kan)
21.1. Broxumunyeckuii aHanms kana
21.19. OcTaTo4Has ocmonsipHocTb (Stool osmotic gap) (kan)
21.9. [MaHkpeaTuyeckas anacrasa 1
21.20. CreaTokpuT (CBOGOAHbIN XUP B Karne)
21.4. Yrneeoapl
21.18. 303nHOMIbHBIN HerpoTokenH (EDN) (kan)
03.04.BMOXNMNYECKNE NCCITEOOBAHUA CIIIOHbI
16.8. Broxumunueckuii aHanm3 crioHbl
03.05.BMOXNMNYECKNE NCCITEOOBAHNA CIMNEPMbI
16.9. Bruoxmmunyeckoe nccneposaHune cnepmbl (JIumoHHast kncnota, Ppykrosa, LIMHk)

04.MOPMOHAJIbHBIE NCCJIEQOBAHUA
04.01.FOPMOHAJIbHBIE NCCITEQOBAHUA KPOBU
04.01.01.WLnToBnaHas xxenesa

2.1. T3 obwimn
2.2. T3 cBo6OAHBIN
2.3. T4 obwmn.
2.4, T4 cBo60oAHbIN
2.7. TecT nornoLeHns TMpeonaHbIX rOPMOHOB
2.6. TupeornobynuH
2.8. TUWPOKCUHCBSA3bIBAOLLMIA FNOOYWH
2.5. TTr
04.01.02.MNonoBble rOPMOHbI
2.17. 17-OH-nporectepoH
2.54. AHOPOCTEHAMON IMOKYPOHUA
2.11. AHOPOCTEHONOH
2.52. AHTUMIONNEpoB ropmoH (AMH/MIS)
2.18. 'NMoGynuH, CBS3bIBaOLLMIA NOMOBbLIE FTOPMOHbI
2.50. OurnapoTecTocTepoH
2.53. WHrmbunH B
2.12. Jir
2.51. MakponponakTuH, B T.4. lMponakTuH(KoMmnnekc )
2.16. [MporecTepoH
2.14. MponakTnH
2.10. CBObGOAHbIV TECTOCTEPOH
2.9. TecTocTepoH
2.13. oCr
2.15. ScTpaguon
04.01.03.I'vmnocdhm3apHO-HaANoOYeYHKOBasi cuctema
2.19. AKTI
2.22. AnbOOCTEPOH.
2.21. OrA-s
2.20. KopTtuson
2.57. PeHuH npamon.
04.01.04.MeTabonunam KOCTHOM TKaHU
2.27. B-cross laps
2.25. KanbunTOHWH
1.100. Mapkép bopmupoBaHusi KOCTHoro matpukca P1NP
2.26. OcTeokanbLUuH
2.61. OcteonpoTerepuH
2.24. [MapatropmoH
04.01.05.MogxenynoyHas xenesa / XXenygo4Ho-KULWEYHbIA TpakT
2.32. acTpuH
2.35. ["acTponaHensb (c Harpyskoi) (FacTpuH 17, FacTpuH 17-cTuMynmMpoBaHHbIi, [MencuHoreH |,
MencuHoreH Il, cooTHoweHue MencuHoreH I/MNencuHoreH Il, H.Pylori 1IgG)
2.62. ["acTponaHenb (ckpuHuHr) (FacTpuH-17 6asanbHbIi, MNencuHoren-1, MencuHorer-ll,
cooTtHoLueHue NencuHoreH I/MencuHoreH |, Helicobacter pylori 19G)
2.28. MHecynuH
2.31. JlenTuH
2.29. [MponHCynuH
2.30. C-nentna
04.01.06.MNpeHaTanbHas guarHocTyka
2.36. B-Xry
2.37. B-XI'Y cBoGoaHbIN
2.39. Benok accoumnpoBaHHbIi ¢ 6epemeHHoCcTbio (PAPP-A)
2.40. [naueHTapHbIN NaKTOreH.
2.41. MpeHaTanbHbIN ckpuHUHT | TprmMecTpa (11-13 Hegens) MK
2.42. [MpeHaTanbHbIN ckpuHUHT Il TpumecTpa (14-20 Hegens) MK
2.38. ScTpuron cBob6oaHbIN

04.01.07.KaTtexonamuHsl
2.43. AfpeHanuH, HopagpeHanuH
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2.44.

2.46.
2.81.
2.47.

2.49.
2.48.

12.2.
12.6.1.
12.6.2.
12.7.1.
12.7.2.
12.10.1.

12.4.
12.12.
12.8.1.

12.3.
12.5.
12.11.

2.78.
2.80.

2.77.
2.76.
2.79.

2.65.
2.70.
2.73.
2.72.
2.74.
2.75.
2.71.
2.69.

5.4.
5.2.
5.1.
50.3.2193.
5.5.

6.8.
6.11.
6.25.
6.12.
6.3.
6.13.
6.1.
6.2.
6.10.
6.21.
50.9.2228.
6.15.
6.16.
6.5.
6.9.
6.4.
50.7.2228.
6.14.
6.18.
6.19.
6.20.
6.17.
6.6.
6.7.

8.7.
8.6.
8.8.
8.9.
8.22.
8.10.
8.25.
8.19.
8.17.

AnpeHanvH, HopagpeHasnuH, fodamuH
04.01.08.BroreHHble aMUHbI
'mctamunH
MenaToHuH
CepoTOoHNH
04.01.09.®akTopbl pocTa
N®P-1 (ComatomeauH C)
CTr
04.02.F'OPMOHAJIbHBIE UCCITEQOBAHNA MOYN
17-KC xpomaTorpadmyecknin Metod (CyTodHast Mo4a)
AppeHanuH+HopagpeHanuH (pasoBasi Mo4a)
AgpeHanuH+HopagpeHanuH (CyTouHas mouya)
AapeHanuH+HopagpeHanvH+[OodamuH (pa3oBasi Mo4a)
AgpeHanuH+HopagpeHanvH+OodamuH (CyTouHas moya)
AHanma Mo4u Ha coaepXXaHne NPOMEXYTOYHbIX METaboNMTOB KaTEXONIaMUHOB: MeTaHedpuH,
HopMeTaHedpUWH (CyToYHas moya)
OrA-S (cyToyHas Mo4a)
ANV (ae3okennupuanHoOnuH) B MoYe
KomnnekcHoe nccrnepoBaHue Ha KaTexornamunHbl, CEPOTOHWUH 1 UX MeTabonuThbl
(roMOBaHWUNUHOBAs!, BAHUMUIIMUHAANE
KopTuaon (cyTouHas Mmo4a)
C-nenTtug (cyToyHas moya)
CB0GOAHbIV KOPTU30N
04.03.F'OPMOHAJIbHBIE UCCITEQOBAHNA CIHOHbI
17-OH-lNporectepoH (cntoHa) (meTog BOXKX)
17-OH-lporectepoH, AHapocTeHanoH, OdernapoanuaHapoctepoH, Koptuson, KopTuaoH,
MporectepoH, TectocTepoH, cTpaauon, (cBob. dpakumm B crtoHe) (MeTog BAXX)
AHpapocTeHauoH (cntoHa) (MeToa BOXKX)
OernapoanunaHpgpocTtepoH (cntoHa) (metog BAXKX)
OernppoanuaHapocTtepoH, MNporectepoH, Actpaguon, TectocTepoH (cBoboaHbIe hpakuum B
cnoHe) (MeTog BOXKX)
KopTtuson (cntoHa)
MporectepoH cBoboaHbIN (critoHa) (MeTod BAXKX)
CBoboaHbIN KOPTK30N (ABa B3ATUSA) (critoHa) (MeToa BIXKX)
CBo6oaHbIN KOPTK30M (0AHO B3siTME) (critoHa) (MeTod BOXKX)
CB00OAHbIN KOPTK30 (TpKW B3ATUA) (critoHa) (MeTon BOXKX)
CB06OAHbIN KOPTK30M (YeTblpe B3siTUSA) (critoHa) (MeToa BOXKX)
TecTocTepoH cBo6OAHbIV (CrtoHa) (MeToa BAXKX)
OcTtpaguon ceoboaHbIl (critoHa) (MeToa BAXKX)
05.MMMYHOIEMATONOIMNMYECKWE NCCIEQOBAHUA
AHTUreHbl cuctembl KELL
AT k pesyc-caktopy (TUTp)
['pynna kpoBwu, pesyc-chakTop
OnpepeneHre MMMYHHbIX aHTuTen no cucteme ABO
deHoTUNMpPOBaHUE apuTpounToB no aHtureHam C, ¢, E, e, Cw , K, k
06."EMOCTA3MONOI'MYECKWNE NCCIEQOBAHUA
D-gumep
AKTVBUPOBaHHOE BpeMs pekanbLumdurkaumm nnasmel (ABP)
AHTU-XA-akTBHOCTbL (OueHKa KOHLEeHTpauun renapuHa)
AHTUTPOMOUH Il
AYTB
BonyaHo4HbIN aHTUKOArynsaHT
Bpems kpoBoTeYEHMs
Bpewms cBepTbiBaHMSA
MHO (+MTB un MNTWN)
Mapyc-TecT.
[Mna3munHoreH.
MpoteunH C
lMpoTtenH S
MpoTpombrnHoBOE BpeMsi, [pOTPOMBUHOBEIN MHOEKC
POMK
TpomburHoBOE Bpems
PakTop IX.
daktop VIII
dakTop X
dakTop Xl
Paktop Xl
dakTop BunnebpaHaa
PrnbpuHoreH
PrnbprHONMTUYECKast akTUBHOCTb
07.OHKOOMAITHOCTUKA
07.01.OHKOMAPKEPbI
CA 125 (an4HuKkm)
CA 15-3 (MOnoyHble xenesbl)
CA 19-9 (nomxenynoyHas xenesa, npsMas ¥ CUrMOBUOHASA KMULLKA)
CA 72-4 (xenynok)
CA-242 (nogxenygoyHas xernesa, TONCTbIV KALWEYHUK, NpsiMas KULLKa)
Cyfra 21-1 (HEMenKOKNETOYHbIV pak ferkmx)
Cyfra 21-1 B moue.
HE4 (anutenuanbHbIi pak SMYHUKOB)
pro-GRP
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560
1160
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1110
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260
170
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2100



8.18.
8.12.1.
8.12.2.
8.1.
8.14.

8.13.
8.21.
8.20.
8.26.1.

8.4.

8.11.
8.2.
8.15.
8.5.
8.3.
8.24.

14.16.

14.19.

14.18.

14.15.
14.14.

19.102.1.

14.13.

14.21.1.

14.21.

14.11.

14.2.

14.3.

14.17.

14.6.

14.12.

14.10.

14.1.

14.22.

14.23.

14.5.

14.20.

14.9.

14.8.
14.7.

29.21.

14.26.

14.25.

14.24.

31.5.
31.4.

S-100 (Henpo-3aHAOKPUHHBLIE OMyXOru)

-2 MukpornobynuH (NMMdoma, MHOXECTBEHHas MUenoma) (KpoBb)

-2 MukpornobynuH (NMMdoma, MHOXeCTBEHHas Mueroma) (Moya)
Anbda-peTonpoTenH (NeveHb)

AHTUreH NOCKOKNeTOYHON kapumHoMbl (SCC) (kapuuHoMa LLENKN MaTKu1, HOCOTMOTKM,
nuLieBsoda, yxa v Ap. fokanusaummn)

AHTUreH paka moyeoro ny3bips (UBC) (Mo4eBo ny3bipb)

MHoekc ROMA B nocTMeHonayse (anutenuanbHbI pak SMMHUKOB)

MHoekc ROMA B npemeHonay3e (anuTenuarnbHbI pak SUMHUKOB)

MHpekc 3gopoBbs npocTathl (phi-uHagekc). OueHka pycka Hanuums paka npegcrarensHomn
xenesbl MK

KomnnekcHoe onpeaenerue NCA cso6oaHbin/ICA obwui. JuddeperHumnansHas
AvarHoctuka 3abonesaHuin npeacTatensHon xenesol MK

HevipoHcneumdunyeckas eHonasa

O6wwi MCA (MpocTaTnyecknin cneumdUYeckuin aHTureH)

Onyxonesas M2 nupyBaTkuHasa (KonopekTasbHbI pak)

P3A (Toncras kuLika, npsiMasi KuLLKa)

CobogHbIn NCA (npeacTaTenbHas xenesa)

XpomorpaHuH A

07.02.UMTONOINA

07.02.01.IMyHKTaTb! LMTOBUAHON Xenesbl
MccnenoBaHue nyHKTaToOB LLMTOBUOHON Xenesbl
MccnepoBaHune nyHKTaToB LMTOBUAHON Xernesbl METOAO0M XMAKOCTHOM untonorun BD
ShurePath
07.02.02.MNyHKTaTbl MONIOYHOM Xene3bl U COCKOBbI KOXK
MccnenoBaHue nyHKTaToOB KOXWU M MOSIOYHOW XKerne3bl METOL0M XXUAKOCTHOM LUTONOrMmn
BD ShurePath
MccnenoBaHue nyHKTaTOB MOSIOYHOW XKenesbl
WccnepgoBaHue cockoba Koxu
07.02.03.Cockobbl C LWenkn MaTky 1 LepBrKanbHOro kaHana
XKnpkocTHasi LMTONOrMs COCKOBOB LLENKM MaTKU U LiepPBUKaNbHOIO kaHana ¢
onpeaenennem BIMNY Tunoe 16,18 (SurePath FocalPoint) MK
>KngkocTHas umMTonornsi CockoboB LLEVKN MaTK1 U LiepBuKanbHOro kaHana (SurePath
FocalPoint)
>KnakocTHas uMTonornsi CockoboB LLEVKN MaTK/ U LLepBMKarnbHOro KaHana ¢
onpeaenenvem BMY 16/18 Tvnos (onpeaeneHve reHotuna),
31/33/35/39/45/51/52/56/58/59/
XKnpkocTHasi LMTONOMMs! COCKOBOB LLENKM MAaTKU U LiepPBUKANbHOIO KaHana ¢
onpegenenvnem BIMY tunoe 16,18,31,33,35,39,45,51,52,56,58,59 (SurePath
FocalPoint) MK
MccnenoBaHue cockoboB ¢ wewku matky (no ManaHvkonay, Pap-TecT)
VccnepoBaHne cockOBOB C LUEVKU MAaTKW U LLepBUKanbHOro KaHana
07.02.04.Acnupat nNosnocT MaTku
MccnepoBaHve acnupata nonocTv MaTku
LinTonornyeckoe nccneposanue NAUMENb-BUOMNCUN SHOOMETPUSA meTonom
»mnakoctHon umtonornn BD SHURE PATH
07.02.05.3Haockonuyeckuii matepuan
MccnepoBaHmne aHOOCKONMYECKOro Matepuana
VlccnepnoBaHve aHOOCKONMYECKOro maTtepuana Ha Helicobacter pylori
07.02.06.Uutonorna moun
LinTonornyeckoe nccrnegoBaHne Moym
07.02.07.NccnepoBaHne MOKpOThI
MccnenoBaHne MOKpOThI
07.02.08.NccnenoBaHme KOCTHOTO MO3ra
LinTonornyeckoe nccnegoBaHne otneyaTkoB TpenaHobuonTata KocTHoro mosra. Mogcyet
MMWENorpaMmeil.
LinTonoruyeckoe nccnenoBaHue nyHkTaTta (acnvpata) kocTHoro moara. Mogcuet
MUEeNorpaMmeil.
07.02.09.0pyrne nccnegosaHus
MccnenoBaHue nyHKTaToOB APYrMX OPraHoB M TKAHEN
MccnepoBaHune nyHKTaToOB APYrMX OpraHoB U TKaHEeN MeTOoA0M XMOKOCTHOM untonorun BD
ShurePath
MccnepoBaHmne cockoboB 1 OTNEYaTKOB OMNyXomnen 1 onyxoneBonogobHbIX obpa3oBaHui

VMccnepoBaHne cockoboB 1 OTNeYaTKOB 3p03nKA, 3B, paH, CBULLEN
MccnepoBaHuve akccyaaToB, TpaccyaaToB, CEKPETOB, 9KCKPETOB

07.03.MMMYHOLIMTOXNMNA

VIMMYHOLIMTOXMMUYECKMIA CKPUHWHT paka Luenkn maTku: p16ink4, Ki67 (HasHavaeTcs
[OOMOMNHUTENBHO NN BMECTE C LMTONOMMYECKNM MCCregoBaHMeM COCKOBOB LLEeKn MaTK

07.04.NMPOTOYHAA LIUTOMETPUA N UMMYHOPEHOTUNNPOBAHNE

[unarHocTrka MUHUMarbHOW OCTaTOYHON 60Ne3HN MHOXECTBEHHOW MUENOMbI METOAOM
NPOTOYHOW LIMTOMETPUM (KOCTHBIA MO3r) (3aKa3blBaeTCA COBMECTHO C UCCIEA0BaHNEM
[unarHocTrka MUHMMAIbHOW OCTaTOYHON 6OME3HM OCTPOro Nerko3a MeTo40M NPOTOYHON
LMTOMETPUM (KOCTHBI MO3r) (3aKa3blBaeTCs COBMECTHO C Uccnes

[unarHocTka MUHMMAIbHOM OCTaTOYHON H6OME3HM XPOHMYECKOro NMMMAONEenko3a METOA0M
NMPOTOYHOW LMTOMETpUM (3akasbiBaeTCs COBMECTHO C nccnegoBaHvem "Liutonornyec

07.05.UMTON'EHETUKA. FISH-anarHocTka nenko3os (nMumdobnacTtHble 1 MUenongHble) Ha
LIMTONOrM4YECcKMX npenapaTax KOCTHOro mo3ara

07.05.1.Mapkepbl MrenongHbix 1 nMmdgobnacTHbIX NIENKO30B
Onpepenexune TpaHcnokaumm t(11;17)(q23;p21) PLFZ/RARA
Onpepenenne TpaHcnokaumm £(15;17)(922;911-g21) PML/RARA
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10

2850

1050

1050
440

1700

2150
1790
1790

4900

1010

1420
530
1750
560
530
2300

550
1530

1530

590
600

1200

990

2680

2200

980
690

610

1550

710
850

570

920

5050

5050

920

1550

560

560

560

5000

10 000

10 000

15 000

9900
9 900



31.2.

31.3.

31.20.
31.22.
31.23.
31.25.
31.26.
31.17.
31.10.
31.11.
31.9.

31.7.

31.19.
31.18.
31.27.
31.8.

31.15.
31.16.
31.12.
31.28.
31.24.
31.14.
31.13.
31.21.
31.45.
31.44.
31.46.
31.47.
31.6.

31.1.

15.31.

15.32.
15.32.1.

15.33.

15.34.

15.34.1.

15.59.
15.60.

15.35.

15.36.
15.39.1.
15.39.2.
15.37.
15.38.
15.39.
15.40.1.
15.40.2.

15.40.

15.41.

15.42.

15.43.

15.44.

15.45.

15.46.
15.46.1.

15.47.

15.54.

OnpepeneHne TpaHcnokaumm £(8:21)(922;922) AML1/ETO

Onpegenexue TpaHcnokaumm t(9;22)(q34;q11) BCR/ABL
FISH aHanu3 nepectpoek BCL-2 (kpoBb)
FISH ananua TtpaHcnokaumm t(11;14) (kOCTHbIA MO3r)
FISH aHanu3 TtpaHcnokaumm t(11;18) (kpoBb)
FISH ananu3 TpaHcnokaumm t(2;5) (kpoBb)
FISH aHanu3 TpaHcnokaumu t(2;5) (napadmHOBbLIV cpes)
FISH ananu3 moHocomun (geneums 13 xpoMocombl) (KpOBb)
FISH aHanu3 nepectpoek 12p (KOCTHbIN MO3r)
FISH ananu3s nepectpoek 20q (KpoBb)
FISH aHanu3 nepectpoek 3q (KOCTHbIA MO3r)
FISH aHanu3 nepectpoek 5g (KOCTHbIN MO3r)
FISH aHanu3s nepectpoek BCL-2 (napadunHoBkIN cpes)
FISH ananu3 nepectpoek BCL-6 (kpoBb)
FISH aHanu3s nepectpoek FGFR1 (kpoBb)
FISH ananu3 nepectpoek MLL (KOCTHbI MO3r)
FISH aHanu3 nepectpoek PDGFRa (kpoBb)
FISH ananu3s nepectpoek PDGFRb (kpoBb)
FISH aHanu3 nepectpoek TP53 (KOCTHbI/ MO3r MW KPOBb)
FISH ananu3 nepectpoiku 1 XxpoMOCOMbI (KOCTHbIN MO3r)
FISH aHanu3s nepectpoiiku reHa C-MYC (kpoBb)
FISH aHnanu3s tpaHcnokaumm t(14;16) (kOCTHbIA MO3r)
FISH aHanus Tpucomum 12 xpoMocomsl (+12) (kpoBb)
FISH aHanu3 nepectpoek ATM (kpoBb)
FISH aHanu3 TpaHcnokauumn t(14;18) (932;921) (KOCTHbIN MO3r)
FISH aHanu3 tpaHcnokauun t(14;18) (932;921) (kpoBb)
FISH aHanu3 TpaHcnokauum t(4;14) (p16;932) (KOCTHbIA MO3r)
FISH aHanu3 TpaHcnokauun t(4;14) (p16;932) (kpoBb)
MccnenoBaHue myTtaumoHHoro ctatyca BCR/ABL (kpoBb)
MonHas naHenb FISH npu xpoHuyeckoM numdponerikose n3 KneTok KOcTHoro moara (OHK-
30HAbI Ha 5 nokycoB kapuotuna: del17p13( p53), del11g22, del13q14, del13

07.06.r’MCTONOrnNA

07.06.01.lLntoBnaHas xxenesa
'mcTonornyeckoe nccnegoBaHune LWMTOBUOHON Xenesbl
07.06.02.MonoyHas xxenesa
'McTonornyeckoe nccrnegoBaHMe MOMOYHON Xenesbl (GMoNCuiHLIN MaTepuan)
"'McTonormyeckoe nccnegoBaHne MooYHON xenesbl (onepaLMoHHbI maTepuan)
07.06.03.CnitoHHbIE XXenesbl
"'McTonormyeckoe nccnenoBaHne CroHHbIX Xenes
07.06.04.XKenyao4YHO-KMLLIEYHbIA TPaKT
['McTonornyeckoe nccnefoBaHue XenygoYHO-KULLEYHOTo TpakTa (G1oncuiHbIn MaTepuan)

'mcTonornyeckoe nccnegoBaHne XenyaoqHO-KULLEYHOTO TpakTa (onepaumoHHbIi

martepuarn)

MynbTudokanbHas 6uoncus xenyaka ¢ oueHkow no knaccudmkaumm OLGA

MynbTudokanbHas 6ruoncus ToncTon KMLLKK, TMCTONIOrMYecKoe nccrnefoBaHne
07.06.05.Msrkue TkaHu

['McTonornyeckoe nccnenoBaHne MArkMX TKaHe! (CTEHKM paHeBbIX KaHanoB, TKaHb

CBULLEBbIX XO0B W rpaHynsi
07.06.06.Koxa

'mcTonornyeckoe nccnegoBaHne KOXKHbIX U MOAKOXHBIX HOBOOGPa3oBaHMii
07.06.07.Matka / AM4HUKN

'mcTonornyeckoe nccnegoBaHne MaTku ¢ npuaaTkamm

'mcTonornyeckoe nccnenoBaHne LiepBUKanbHOro kaHana

['McTonoruyeckoe nccnegoBaHme LWEenkn MaTkm

'mcTonornyeckoe vccneaoBaHne 3HA0OMePUst (AnarHoCTMHecKoe BbickabnuneaHme)

MmcTonornyeckoe nccneaosaxmne aHgometpus (NMANMESb-EVMOMCUS)
07.06.08.IMpencratensHas xenesa

'vcTonornyeckoe nccnegoBaHne eaMHUYHbIX BronTaToB 1 Matepuana MynbTudoKanbHon

6roncun npeacTaTenbHON xenesbl B 06beme A0 12 06pasLos

['vcTonornyeckoe nccnegoBaHne MynbTUdOKanbHON Guoncum npegcTaTensHON xenesbl

(6onee 12 obpasLoB)

['mcTonornyeckoe nccnegoBaHne npeacrarenbHON Xenesbl (onepaumoHHbI MaTepuan)

07.06.09.MonocTb pTa
'mcTonornyeckoe vcecnegoBaHne onyxornenogobHbix 06pasoBaHuMii NonocTu pra
07.06.10.MomnocTb Hoca
'mcTonornyeckoe vccnegoBaHne obpasoBaHuii nasyx Hoca
07.06.11.Moykn / MoyeBon ny3bipb
'mcTonornyeckoe nccnegoBaHne NoYek, OpraHoB MOYEBbIAENUTENBHOM CUCTEMBI
07.06.12.J1erkoe
'mcTonormyeckoe nccnegoBaHne nerkux
07.06.13.CeneseHka
'mcTonornyeckoe nccnegoBaHne ceneseHku
07.06.14.JlumcaTtunyeckne y3nbl
'McTonornyeckoe nccnegoBanve numdartunyeckux yanos (1-5 numdoysnos)
"'McTonornyeckoe nccrnenoBaHve nuMdaTnyeckrx yanos (6bonee 5 numdoysnos)
07.06.15.Cocyapl
'McTonornyeckoe nccrnegoBaHe CocyaoB
07.06.16.ccnegoBaHue KOCTHOrO Mo3ra
'McTonornyeckoe nccrnenoBaHve TpenaHobyonTaTa KOCTHOro Mo3ra
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15.55.

15.56.

15.48.

50.106.140
15.70.
15.69.
15.70.1.
15.76.
29.38.
29.37.
29.50.
29.51.
29.25.
29.23.

29.22.
29.26.

29.32.
29.33.

29.24.
29.30.
41.801.
29.27.

29.31.
29.20.

29.52.
29.28.

29.48.

29.49.

50.114.140
5.

15.79.

15.82.

29.41.

29.39.

29.41.6.

29.41.7.

29.41.2.

29.41.14.

29.41.9.

29.41.12.

29.41.18.

29.41.15.

29.41.10.

07.06.17 .UccnegoBaHne KOCTHOW TKaHU
['vcTonornyeckoe nccrnenoBaHve GUONCUINHOMO MaTepuarna KOCTHOM TKaHu (Onyxonu u
onyxonenono6Hble 3aboneBaHNs KOCTU 1 CYCTaBOB)
'mcTonoruyeckoe nccnegoBaHne onepaunoHHOro MaTepuana KOCTHOM TKaHu (OnyXonu u
onyxonenonobHble 3aboneBaHnsa KOCTN U CYCTaBOB)

07.06.18.0pyrasi nokanusaunsi
'mcTonornyeckoe vccneaoBaHne Matepyana Apyroi fokanvusaumm

07.07.MMMYHOT MCTOXNMWNA

07.07.01.0npeaenexne n oLeHKa NPOrHOCTUYECKN 3HAYMMbIX MapKepOB B 3110Ka4eCTBEHHbIX
anuTENMarnbHbIX ONyXo

HER 2/neu

Onpepenenne Pdl1 ¢ ncnonbsoaHnem aHtuten knoHa SP 263 (Ventana)

Onpepenexune Pdl1 ¢ ncnonb3oBaHnmem aHTuTen knoHa 22C3 (DAKO)

Onpepenenne Pdl1 ¢ ncnonb3oBaHnem aHtuten knoHa SP 142 (Ventana)

Onpepenexune TpaHcnokaumi reHa ALK (UIMX) (6roncuiiHblit/onepaumoHHbIi MaTepuan)
UIMX-nccnepoBaHve Ha xpoHuyeckun aHgomeTput (CD-138).
UIMX-nccnepoBaHne peuentuBHocTh aHaomeTpust: ER, PR
MMMyHOorncToxummnyeckasl amarHoctvka 3aboneBaHui wenkn matkm p16ink4, Kie7
MIMMyHOrMCTOXMMMYECKOE UCCNEf0BaHUE XKeNyAoYHO-KULLIEYHOro TpakTa
(BMONCUNHBLIN/3HO0CKONUYECKUIN MaTepuran)
MIMMyHOrMCTOXMMUYECKOE UCCNEAOBAHUE XKeNyA04HO-KULLEYHOro TpakTa (onepaumoHHbIN
martepwmarn)
MMMyHOrncToxummnyeckoe nccnegoBaHve LWUTOBUAHOW >kenesbl (KanbuuTtoHuH , Kl 67,
umTokepatH 19, HMBE1(me3oTenuH)
MIMMYHOIMCTOXMMMUYECKOE UCCNEQOBAHUE TMHEKONOMMYECKOro MaTepuana
MMMyHorMcToxmmmnyeckoe nccnefgoBaHue Ansi npoBegeHns amddepeHumanbHom
OMNArHOCTMKN MeNaHOoLUMTapHbLIX 06pa30BaHNA KOXM
MIMMyHOrMCTOXMMUYECKOE MCCregoBaHme ApYrmx OpraHoB U TKaHewn
MMMyHOrMcToxmmmnyeckoe nccnegoBaHve 3roKkadyeCcTBEHHbIX ornyxonewn 6e3 BbIsiBNEHHOro
nepBMYHOrO oyara
MIMMyHOrMcTOXMMMYecKkoe nccnegoBaHme nerkoro
MIMMyHOrMCTOXMMUYECKOE MccrefoBaHme NMMdaTUyYecknx y3rnos
NMMYHOT'MCTOXUMUYECKOE MCCNEQOBAHVE MOJTIOYHOW XXENES3bI (ER, PR,
Her2/neu, Ki67)
MIMMYHOIrMCTOXMMUYECKOE MCCNEeNOBaHNE MATKUX TKaHel (MbllLeYHasi, XMpoBasi, HEpBHas 1
CMHOBMaribHas TKaHW, OMyXOSfiM KPOBEHOCHBLIX COCY[OB).
MIMMYHOIMCTOXMMNYECKOE MCCreaoBaHMe ONyXosiel FOfIOBHOrO M CMMHHOMO Mo3ra
MIMMyHOrMcToXmmmnyeckoe uccneqoBaHue noYvek 1 pyrux opraHoB MOYEBbIAENUTENBHOM
CUCTEMbI
MIMMyHOrMCTOXMMMUYECKOE UCCefoBaHUE TpenaHobuonTaTa KOCTHOro Mo3ra
KomMnnekcHoe MMMYHOTMCTOXMMMUYECKOE UccrefoBaHne buonTtaToB NpeacTaTenbHOM Xenesbl
¢ oueHkon akcnpeccun AMACR (a-methylacyl-CoA racemase, P504S), umtokep
KomMnnekcHoe MMMYHOIMCTOXMMUYECKOe UCCNeAoBaHNE NpU XPOHUYeckoM aHaomeTpute (CD
138, CD 20, CD16,CD56)
PaclumpeHHoe koMniekcHoe MMMYHOTMCTOXMMUYECKOE uccnegoBaHue aHgomeTpus (CD 138,
CD 20, CD16,CD56, ER, PR)

07.08.0JTYOPECLIEHTHAA TMBPUON3ALNA in situ (FISH)

07.08.01.MonouyHas xenesa
Onpepenenne HER2 cTtaTyca onyxonu metogoMm chnyopecLeHTHOM rubpuaunsaumm in situ
(FISH)

07.08.02.0dpyras nokanusauus
Onpepnenenne kofeneunm nokycos 1p/19q metogom dnyopecueHTHoOM rmbpuamsauum in
situ (FISH)
OnpepeneHune konuyectsa konuii reHoB RREB1 (6p25), MYB (6923), CCND1 (11913) un
LeHTpoMepbl 6 meTogom FISH npu guarHOCTMKE MeNaHOMbI KOXK

07.09.0HKOJIOr'MYECKAA SKCIEPTU3A

Mepecmotp MTMCTONOIMNMYECKUX npenapaToB BegywwimmMmm Poccuinckumm Jkcnepramu, LeHa
3a cny4vam

Mepecmotp MTMCTONOIMNMYECKUX npenapaToB Bpayamu Jlabopatopum F'emoTecT meToaom
KOHCUNMyMa, LieHa 3a crnyyan

Mepecmotp MTMCTONOIMNMYECKUX npenapatoB Qkcneptom - AHOPEEBA HO.10., o.M.H.
(YPONOI'UA, TMHEKONOI'NA, MONIOYHAA XKEJIE3A, XKKT), ueHa 3a cniyyau

Mepecmotp MMCTONOIMNMYECKUX npenapaTtoB Jkcneptom - AHYPOBA O.A., K.M.H.
(TMHEKOJIOI'nA, MOJIOYHAA XKENE3A, MATKME TKAHW), ueHa 3a criyyai

Mepecmotp MICTONOMNMYECKMX npenapatos Okcneptom - BAVKOB B.B., a.m.H. (KOCT.
MO3T, TM®.Y3/bl, METACTA3bI OMNYXONEW C HEYTOYH.MEPBUY.JIOKAN-EN), uena
3acn

Mepecmotp MTMCTONOIMNMYECKUX npenapatoB Qkcneptom - BEJIOYCOBA U.3., A.M.H.
(KOXA, IMM®OMbI KOXKW), ueHa 3a cnyyan

Mepecmotp MTMCTONOIMNMYECKUX npenapatoB Qkcneptom - BEPYEHKO IN.H., A.M.H.
(KOCTMW), ueHa 3a cnyyan

Mepecmotp MTMCTONOIMNMYECKUX npenapaTtoB Qkcneptom - BIIN3HKOKOB O.I1., A.M.H.
(MEOVUATPUYECKNA MATEPUAN, MATKUE TKAHW), uena 3a cnyyaii

Mepecmotp MTMCTONOIMNMYECKUX npenapatoB Qkcneptom - TOPBAHb H.A., K.M.H.
(YPONOTIMA,MMHEK--A,0MYX0NU MONXXENE3bI,CPEOOCTEHUA, TUMYCA,JIETKUX)
LeHa 3a crvyan

Mepecmotp MTMCTONOIMNMYECKUX npenapaTtoB Okcneptom - I'YPEBWY J1.E., A.6.H.
(HEMPOSHOOKPUHHBLIE OMYXONW, XXKT, NEFKVE), ueHa 3a cnyyaii

Mepecmotp MCTOJTIOMMYECKUX npenapatos Okcneptom - 3ACIA O.A., k.M.H. (KOCTW),
LeHa 3a cryyam
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29.41.3.

29.41.11.

29.41.1.

29.41.4.

29.41.13.

29.41.5.

29.41.16.

29.41.8.

29.41.17.

29.43.

29.43.3.

29.43.2.

29.43.4.

29.43.5.

29.45.
29.44.
29.5.

29.35.

16.1.
16.1.1.
16.2.
16.1.2.

16.3.
16.14.

16.5.
16.4.
16.17.

16.12.
16.10.

166.0.03.28
.11.0.
166.0.03.30
.11.0.
166.0.03.15
.11.0.

155.0.03.28
.00.0.
155.0.03.30
.00.0.
155.0.03.15
.00.0.

124.0.05.19
.01.3.

124.0.05.19
.01.0.
123.0.05.19
.01.0.

Mepecmotp MTMCTONOIMNMYECKUX npenapaTtoB Jkcneptom - KOKOCALSE H.B., K.M.H.
(KOCT. MOS3TI, MMM®.Y311bl, METACT.OMYXOMNEW C HEYTOYH.MEPB.JIOK-I, XKT), uexa

3acn
Mepecmotp MTMCTONOIMNMYECKUX npenapaTtoB Jkcneptom - KOHOBAJIOB .M., K.M.H.
(MEOVUATPUYECKUA MATEPUAN, MATKUE TKAHW, KOCTW), ueHa 3a criyyai
Mepecmotp MTMCTONOIMNMYECKUX npenapatoB Qkcneptom - KPUBOJAMOB HO.A., o.M.H.
(KOCT.MO3I, NUM®.Y31bl, METACTA3bI OMYXONEW C HEYTOY.MEPBUY.NTOKAN-W),
LeHa cnvy

Mepecmotp MTMCTONOIMNMYECKUX npenapaTtoB Jkcneptom - TIEEHMAH E.E., K.M.H.
(KOCT.MOSI, NMMM®.Y3Mbl, METACTAS3bI OMNYXOJEW C HEYTOYH.MEPBUY.NOKA-),
ueHa 3a cn.

Mepecmotp MMCTONOIMNMYECKUX npenapaTtoB Jkcneptom - MOPOOBLIEBA B.B., o.M.H.
(KO>KA), ueHa 3a criyyan

Mepecmotp MMCTONOIMNMYECKUX npenapaTtoB 3kcneptoMm - MABJTOBCKAA AU, K.M.H.
(KOCTHbIV MO3I, LUIMTOBUOHAA XENESA), ueHa 3a crnyyait

Mepecmotp MMCTONOIMNMYECKUX npenapaTtoB 3kcneptom - PbXKOBA M.B., 4.M.H.
(LULEHTPANNbHAA HEPBHAA CUCTEMA), ueHa 3a cnyyar

Mepecmotp MTMCTONOIMNMYECKUX npenapaTtoB 3kcneptom - LUABAHOB M. A., A.M.H.
(YPONOI'MA, TMHEKONOINA, NMEYEHD), ueHa 3a cnyyan

Mepecmotp MTMCTONOIMNMYECKUX npenapaTtoB Skcneptom - LUINLLKNHA J1.B., K.M.H.
(LULEHTPANNbHAA HEPBHAA CUCTEMA), ueHa 3a cnyyan

Mepecmotp UMTOJIOTMYECKNX npenapaTtoB Beaywmummn Poccunckummn Jkcneptamu, LeHa
3a cny4amn

Mepecmotp LINTOJIOTMYECKUX npenapatos 3kcneptom - KOHOPATBEBA T. T., A.M.H.
(JTIOBbIE NOKANN3AUWW), ueHa 3a criyyai

Mepecmotp UMTOJIOTMYECKNX npenapato Skcneptom - KYTPBIWMHA H.A., K.M.H.
(MUEJNTOrPAMMA, OTNEYATKU TPEMNAHOBUOIMNTATOB), ueHa 3a criyyai

Mepecmotp UMTOJIOTMYECKNX npenapato Skcneptom - JIEMNHA U.1O., k.M.H. (TKOBbIE
JIOKANMUBALINN, kpome OHKOIEMATOJIOIMN), ueHa 3a cryyan

Mepecmotp UMTOJIOTMYECKNX npenapato Skcneptom - CITABHOBA E.H., K.M.H.
(JTOBbIE NOKANN3AUWW, kpome TEMATOJIOIMN), ueHa 3a cnydyai

07.10.A0MNOJNIHNTENbHbIE YCINYT U

BosBpaT 6MomaTtepumana (rmctonorm4yeckme npenaparbl)
BosspaT 6uomaTtepmana (umMTonormyeckue npenapatbl)
[ononHuTenbHOe N3roTOBMNEHWE MMCTONOMMYECKUX NpenapaTos
LincpoBoe ckaHnpoBaHWe npenapaToB (3a cryyan)

08.MNKPOCKOTIMYECKUE NCCINEOOBAHUA
08.01.MMKPOCKOIMNYECKME UCCITIEOJOBAHNA YPOTEHUTAIIBHOI O TPAKTA

"'MHekonoruyecknit Masok Ha dnopy

Masok Ha dnopy 13 Bnaranuiia

Ma3sok Ha dropy 13 ypeTpbl

Masok Ha diopy 13 LiepBrKanbHOro kaHana

08.02.MMKPOCKOIMNYECKWME NCCITIEJOBAHNA CINEPMbI N CEKPETA MNMPOCTATDI

CekpeT npoctaThbl
TecT Ha peTporpagHyo asKyIAUmIo

08.03.MVUKPOCKOMWYECKWNE NCCNEAOBAHUA OPYTX NTOKATIU3ALINA

AHanus Ha gemoaekc (PecHuUUbl, Koxa)

KnuHnyecknmn aHanms MOKpOTbI

Ma3ok Ha 9031HOUNbI OTAENSAEMOro CAM3NCTbIX 060oYeKk (Ma3km U3 Hoca, 3eBa, yxa,
OTAENseMOro rnasa)

Mukpockonuyeckoe nccnegoBaHne CUHOBMAIbHOW XXUOKOCTH

PuHouutorpamma

09.AVATHOCTUKA MHOEKLIN
09.01.MUKPOBNOJOIMMYECKAA OUATHOCTUKA

09.01.01.KOMIJIEKCHbIE NCCNEOOBAHNA
09.01.01.01.MMKPOCKOIMMYECKUE NCCNEAOBAHNA
Mwukpockonuyeckoe nccnegosaHne Bonoc Ha rpubsl_MK

Mwuikpockonuyeckoe nccnegoBaHne cockoba ¢ koxu Ha rpnbbl_MK
Mukpockonuyeckoe nccrnegoBaHvue cockoba ¢ HOrTeBow NNacTuHbl Ha rpubsl_MK

09.01.01.02.MUKOJTOI’MYECKNE NCCIELOBAHUNA
Mukonornyeckoe nccnegoBaHve Bonoc Ha gepmatomuuetsl (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.) MK
Mwukonornyeckoe nccnegosaHue cockoba ¢ Koxu Ha AgepmaTtomuueTbl (Trichophyton
spp., Microsporum spp., Epidermophyton spp.) MK
Mukonoruueckoe nccnegoBaHue cockoba ¢ HOrTeBow NNAcTUHbI HAa 4epMaTOMULEThI
(Trichophyton spp., Microsporum spp., Epidermophyton spp.) MK
09.01.01.03.MNKPOBWMOJIOT'MYECKNE NCCJIEQOBAHUA
09.01.01.03.01.MUKPOBNONOI’MYECKAA ONATHOCTUKA MUKPODIOPHI
XKENYOKA N KULWWEYHWKA
Mwukpobuonoruyeckas AuarHoctuka aucbakrepunosa KULLEYHUKA C onpeaeneHnemM
YYyBCTBUTENBHOCTM BO3OyaANTENS K aHTUOaKTepuanbHbIM npenaparam u
6aktepnocdaram MK
Mukpobuonornyeckas guarHoctvka gucbakTtepnosa KuWevHnka ¢ onpegeneHnem
YYBCTBUTENBHOCTM BO3OyAnUTENs K aHTUbGakTepmanbHbeiM npenapatam MK
Moces kana Ha Bo3byauTenen kuwe4vHon rpynnel (Shigella spp., Salmonella spp.) ¢
onpegeneHneM 4yBCTBUTENbHOCTU BO3OyaAMTENS K aHTMBakTepuanbHbIM
npenapa MK
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123.0.05.19
.01.3.

141.0.05.19
.01.0.
141.0.05.19
.01.3.

130.0.05.19
.01.0.
120.0.05.19
.01.3.
120.0.05.19
.01.0.

140.0.01.05
.01.0.

120.4.01.05
.01.3.
120.4.01.05
.01.0.
138.0.01.05
.00.0.
139.0.01.05
.01.0.

121.0.01.27
.01.0.

121.0.01.26
.01.0.
140.0.01.26
.01.0.

120.4.01.26
.01.3.
120.4.01.26
.01.0.
139.0.01.26
.01.0.

140.0.01.27
.01.0.

120.4.01.27
.01.3.

120.4.01.27
.01.0.
139.0.01.27
.01.0.

120.1.06.24
.01.3.
120.1.06.24
.01.0.
120.4.09.22
.01.3.
120.4.09.22
.01.0.
120.4.08.23
.01.3.
120.4.08.23
.01.0.

121.0.01.06
.01.0.
120.6.01.06
.01.3.
120.6.01.06
.01.0.
120.6.01.12
.01.3.
120.6.01.12
.01.0.
121.0.01.07
.01.0.
120.6.01.07
.01.3.
120.6.01.07
.01.0.

Moces kana Ha Bo3byauTenen kuwe4vHon rpynnel (Shigella spp., ¢ onpegenexnem

YYBCTBUTENLHOCTU BO3OyAWUTENS K aHTUBaKTepuanbHbIM Npenapatam 1
6akTepmocar MK

[Moces kana Ha 30MoTUCTbIV cTadmnokokk (Staphylococcus aureus) ¢
onpeaeneHnemM YyBcTBuTenbHOCTN Bo36ya MK

MoceB kana Ha 3onoTuCTbIN cTacdunokokk (Staphylococcus aureus) ¢
onpeaeneHMemM YyBCTBUTENBHOCTU BO30yaMTenNs K aHTUbakTepmnanbHbIM
npenapartam u 6akrepmod MK

Moces kana Ha knoctpuamu (Clostridium difficile) c onpegeneHvem
YYBCTBUTENBHOCTM BO3byanTENs K aHTubakTepmanbHeiM npenapatam MK

MoceB kana Ha MUMKPOMIOpY C ornpeaeneHNemM YyBCTBUTENBHOCTM BO30YyANUTENs K

aHTubakTepmanbHbIM NpenapaTtam n 6aktepmodaram MK

[MoceB kana Ha Mukpodnopy ¢ onpeaeneHMemM YyBCTBUTENbHOCTY BO30yauTens K

aHTMbakTepmanbHbiM npenapatam MK
09.01.01.03.02.MNKPOBNOJTOTMYECKAA OUATHOCTUKA MUKPO®ITOPLI
MOYEMNOJIOBOV CUCTEMbI

Moces 13 Bnaranuwa Ha mukonnaamy xomuHuc (Mycoplasma hominis) ¢

onpeaeneHnem YyBCTBUTENbHOCTW BO30yanUTens Kk aHTMbakTepnanbHbIm

noenapatam MK

MoceB 13 Bnaranuia Ha MUKPOMopy € onpeaeneHnem YyBCTBUTENbHOCTU

BO30yaMTENs K aHTMbakTepnanbHbIM npenapaTtam n bakrepuodaram MK

MoceB 13 Bnaranuia Ha MUKPOMopy € onpeaeneHnem YyBCTBUTENBHOCTU

BO30yauTens K aHTmbakTepmanbHbiM npenapatam MK

Moces 13 Bnaranuwa Ha TpuxomoHuas (Trichomonas vaginalis).

Moces 13 Bnaranuwa Ha ypeanna3amy ypeanuTtukym (Ureaplasma urealiticum) c
onpeaeneHnem YyBCTBUTENBHOCTW BO30yanTens K aHTMbakTepnanbHbIM
npenapatam MK

[MoceB 13 13 LepBMKanbHOro kaHana Ha aHasapobHy Mukpodopy ¢
onpeAeneHneM YyBCTBUTENbHOCTU BO30yAMTENS K aHTUbaKTepmnanbHbIM
npenapatam MK

MoceB 13 ypeTpbl Ha aHadpobHY0 MUKPOMNOPY C onpeaeneHnem
YYBCTBUTENbHOCTM BO3byanTens K aHTubakrepmanbHeiM npenapatam MK
MoceB 13 ypeTpbl Ha Mukonnasmy xomuHuc (Mycoplasma hominis) ¢
onpeAeneHnemM 4yBCTBUTENMLHOCTN BO30yAMTENS K aHTMbaKkTepmnanbHbIm
npenapatam MK

MoceB 13 ypeTpbl Ha MUKPOMIIOPY C ONpeaerneHneM YyBCTBUTENBLHOCTM
B036yauTensi kK aHTubakTepuanbHbIM npenapatam u 6aktepuodaram MK
MoceB 13 ypeTpbl Ha MMKpPOnopy ¢ onpeaeneHnemM YyBCTBUTENbHOCTH
B036yauTensi k aHTubakTepmanbHbIM npenapatam MK

MoceB 13 ypeTpbl Ha ypeanna3smy ypeanutukym (Ureaplasma urealiticum) c
onpeaeneHmem YyBCTBUTENBHOCTW Bo30yauTens kK aHTMbakTepuanbHbIM
npenaparam MK

[Moces 13 LepBMKanbHOro kaHana Ha Mykonnasmy xomuHuc (Mycoplasma hominis)

C onpegeneHneM YyBCTBUTENbHOCTY BO3OyauTENs K aHTUbakTeprarnbHbIM
npenapat MK

[MoceB 13 LepBMKanbLHOro KaHana Ha MUKpodriopy ¢ onpegeneHnem
YyBCTBUTENBHOCTM BO3OYyANTENS K aHTUOaKTepuanbHbIM Npenaparam u
6aktepnocdaram MK

MoceB 13 LepBMKanbHOro KaHana Ha MMKpodiopy ¢ onpegeneHnemM
YYBCTBUTENbHOCTM BO3OYyANTENS K aHTUBaKkTepuanbHbiM npenapatam MK
Moces 13 LepBMKanbHOro kaHana Ha ypeannasmy ypeanutukyM (Ureaplasma
urealiticum) ¢ onpegenexHnemM 4YyBCTBMTENBHOCTY BO3OyAUTENS K
aHTMGakTepunanbHeiM o MK

[MoceB Moum Ha MVIKpOCbI'IOpy C onpegeneHnemM 4yBCTBUTESIbHOCTU BOSﬁy,D.I/ITeJ'Iﬂ K

aHTUbakTepmanbHbIM Npenapatam u 6aktepnodaram MK

[MoceB MoYM Ha MUKPOGIIOPY C ONpeaeneHneM YyBCTBUTENBHOCTU BO30yAMTENS K

aHTMGakTepuanbHbiM npenapatam MK

MoceB cekpeTa npocTaTbl Ha MUKPONOPY C oNpeAeneHMeM YyBCTBUTENBHOCTU
B030yauTensi K aHTubakTepuanbHbiM npenapaTtam n 6aktepmnocdaram MK
MoceB cekpeTa npocTaTbl Ha MUKPOMIOPY C ONpeAeneHMeM YyBCTBUTENBHOCTU
B030yauTens K aHTubakTepmnanbHbiM npenapatam MK

[Moces cnepMbl Ha MI/IKpO(bJ'lOpy C onpegeneHnem 4yBCTBUTENbHOCTU BO36y,E|VITeJ'IF|

K aHTMbaKkTepuanbHbIM nNpenapaTtam n 6aktepnodaram MK

MoceB crnepmbl Ha MUKPOGIIOPY C ONpeaerneHnem YyBCTBUTENBLHOCTM BO3ByauTens

K aHTMbakTepmnanbHbiM npenapatam MK
09.01.01.03.03.MNKPOBNONOI’MYECKAA ONATHOCTUKA MUKPO®IOPHI
OTOENAEMOIO YXA U TMA3A

Moces 13 neBoro rnasa Ha aHa3pobHY0 MUKPOGIOPY C onpeaeneHnem

YYBCTBUTENBHOCTM BO3byanUTENs K aHTUbGakTepuasnbHbeiM npenapatam MK

Moces 13 neBoro rnasa Ha MUKPOIIopy ¢ onpeaerneHneM YyBCTBUTENBHOCTU

B0o3byauTens k aHTnbakTepmanbHbIM Nnpenapatam n 6akrepmocdaram MK

MoceB 13 neBoro rnasa Ha MMKpodropy ¢ onpeaeneHnemM YyBCTBUTENbHOCTU

B0o3byauTens k aHTnbakTepmanbHbiM npenapatam MK

[MoceB 13 nNeBoro yxa Ha MMKpodropy ¢ onpeaeneHnemM YyBCTBUTENbHOCTU

B0o3byauTens k aHTnbakTepuanbHbiM npenapatam n 6akrepmocdaram MK

[MoceB 13 nNeBoro yxa Ha MMKpOropy ¢ onpegeneHnemM 4yBCTBUTENbHOCTU

B0o30yauTens k aHTnbakTepmanbHbiM npenapatam MK

MoceB 13 npaBoro rnas3a Ha aHaspPOOHY MUKPOMIOPY C OnpeaeneHem

YYBCTBUTENbHOCTM BO3OYyANTENS K aHTUBaKkTepuanbHbiM npenapatam MK

[MoceB 13 npaBoro rnasa Ha MUKPOMIOpY C ONpeaeneHnemM YyBCTBUTENBHOCTN

B030yauTensi K aHTubakTepunanbHbiM npenapaTtam n 6aktepmocdaram MK

[Moces 13 npaBoro rnasa Ha MUKPOMOpY C onpeaeneHnemM YyBCTBUTENBHOCTN

B030yaunTens K aHTubakTepmanbHbiM npenapatam MK
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120.6.01.13 MoceB 13 npaBoro yxa Ha MUKPOMIIOpy C onpeaenieHneM YyBCTBUTENBHOCTN

.01.3. BO30yauTens Kk aHTnbakTepuanbHbIM npenapartam n 6akrepmocdaram MK
120.6.01.13 [MoceB 13 npaBoro yxa Ha MUKPOMIopy C onpeaeneHnemM Y4yBCTBUTENbHOCTU
.01.0. B030yanTens K aHTubakTepmanbHbiM npenapatam MK

09.01.01.03.04. MNMKPOBMONOIMYECKAA OANATHOCTUKA MUKPO®IIOPLI
BEPXHWX /I HYOKHWX ObIXATENLHBLIX MYTEW

141.0.01.10 MoceB 13 3eBa Ha 30nMoTUCTLIN cTadunokokk (Staphylococcus aureus) ¢

.01.0. onpegeneHnemM 4yBCTBUTENbHOCTU BO3OyaAMTENS K aHTMBakTepuanbHbIM
npenapatam MK

120.2.01.10 MoceB 13 3eBa Ha MUKPOIIOpY C onpeaeneHnemM YyBCTBUTENbLHOCTY BO30yauTens

.01.3. K aHTubakTepmanbHbIM Npenapatam n 6aktepnocdaram MK

120.2.01.10 MoceB 13 3eBa Ha MUKPOIIOpY C onpeaeneHnemM YyBCTBUTENbLHOCTU BO30yauTens

.01.0. K aHTnbakTepmansHbiM npenapatam MK

142.0.01.10 MoceB 13 3eBa Ha NMOreHHbI CTPENTOKOKK (Streptococcus pyogenes) ¢

.01.3. onpegeneHnemM 4yBCTBUTENbHOCTU BO3OyaAMTENs K aHTMBakTepuanbHbIM
noenanartam n 6akten MK

142.0.01.10 [MoceB 13 3eBa Ha NMOreHHBIN CTPENTOKOKK (Streptococcus pyogenes) ¢

.01.0. onpeaeneHMemM YyBCTBUTENBHOCTU BO30yaMTeNs K aHTUbaKkTepunanbHbIM
npenaparam MK

141.0.01.16 [MoceBs 13 Hoca Ha 30n0TMCTBIN cTadunnokokk (Staphylococcus aureus) ¢

.01.0. onpeAeneHMeM YyBCTBUTENbHOCTU BO30yaMTeNs K aHTMbaKkTepnanbHbIM
npenapatam MK

120.2.01.16 MoceB 13 Hoca Ha MMKpPOopyY C onpeaeneHnem YyBCTBUTENBHOCTM BO3GyanTens

.01.3. K aHTMGaKTepuanbHblM nNpenapaTtam u 6akrepuodaram MK

120.2.01.16 MoceB 13 Hoca Ha MUKpPOopyY C onpeaeneHnem YyBCTBUTENBHOCTM BO3GyanTens

.01.0. K aHTMbakTepuanbHbiM npenapatam MK

120.2.07.35 [MoceB MOKPOTBLI HA MUKPOIOPY C onpeaeneHnem YyBCTBUTENbHOCTU

.01.0. BO3byauTens Kk aHTnbakTepmanbHbiM npenapatam MK

144.0.00.00 Moces Ha Bo3byauTens auctepun (Corynebacterium diphtheriae) ¢ onpegenexune

.01.0. YYBCTBUTENBHOCTM BO3byanTENs K aHTubakTepmanbHeiM npenapatam MK

144.0.00.00 [MoceB oTAensieMoro BepXHUX AbIXxaTernbHbIX NyTel (HOC 1 3eB) Ha Bo3byauTens

.00.0 andtepun (Corynebacterium diphtheriae) MK

09.01.01.03.05.MNKPOBNONOIMMYECKAA ONATHOCTUKA MUKPO®IIOPLI
rPYOHOIr O MOJIOKA

120.5.04.08 [Moces rpyaHoro Monoka nesow rpyAn Ha MUKpodnopy ¢ onpeaeneHnem
.01.3. YYBCTBUTENLHOCTU BO3OyaWUTENS K aHTMbaKTepuanbHbIM Npenapatam 1
6akTepnodaram MK
120.5.04.08 [MoceB rpyaHOro Monoka nesomn rpyan Ha MUKpodnopy € onpeaerieHem
.01.0. YYBCTBUTENBHOCTM BO36yanUTENs K aHTUbaKkTepuasnbHbiM npenapatam MK
120.5.04.09 [MoceB rpyaHOro Monoka npasou rpyay Ha MUKpodriopy € onpegeneHnem
.01.3. YyBCTBUTENLHOCTN BO30yaMTENS K aHTMbaKTepmnanbHbIM Npenapatam 1
6akTepuocaram MK
120.5.04.09 [MoceB rpyaHOro Monoka npasov rpyav Ha MUKpodriopy € onpeaeneHnem
.01.0. YYBCTBUTENBHOCTM BO3byanTens K aHTubakTrepmaneHeiM npenapatam MK
09.01.01.03.06.MKPOBNONOITMYECKAA OUATHOCTUKA MUKPO®JIOPhI
PAHEBOIO OTAEJIAEMOIO
121.0.01.21 MoceB oTaensiemMoro paHbl Ha aHa3pObHY0 MUKPOMOpY C onpeaeneHnem
.01.0. YYBCTBUTENBHOCTM BO36yaNTENS K aHTUbaKkTepmanbHeiM npenapatam MK
120.7.01.21 [Moces oTaensiemMoro paHbl Ha MUKPOQIOPY C onpeaeneHnemM YyBCTBUTENbHOCTN
.01.3. BO3OyauTens k aHTnbakTepmanbHbIM npenapartam n 6akrepmocdaram MK
120.7.01.21 [MoceB oTaensiemMoro paHbl Ha MUKPOQIIOpYy C onpeaeneHnemM YyBCTBUTENbHOCTN
.01.0. B030OyauTens K aHTubakrepmanbHbIM npenapatam MK

09.01.02.0CHOBHbIE NCCINEAOBAHUA
09.01.02.01.MNKPOCKOTNNYECKNE NCCIEOOBAHUA

168.0. Mukpockonuyeckoe nccnegoBaHne maska ¢ okpackon no pamy (C oueHKou no wkane
HblopgxeHTa)

166.0. Mwukpockonuyeckoe nccregoBaHune Ha rpmbsl

167.0. MwuKpockonmyeckoe uccrnegoBaHne HaTUBHOMO Maska C okpackom no pamy

165.0. Mukpockonuyeckoe nccrnegoBaHne HaTMBHOrO Marepuvana

165.1. Mukpockonusi yporeHuTanbHOro Tpakra

09.01.02.02.MNKOJTIOI'MYECKNE NCCIIELOBAHUNA

152.0. KomnnekcHoe mukonornyeckoe nccnegosaHue Ha rpubsl (Candida spp, Aspergillus
spp., Cryptococcus neoformans)

153.0. Mukonornyeckoe nccnegoBaHve Ha acneprunnsl (Aspergillus spp.)

155.0. Mukonornueckoe nccnegoBaHve Ha gepmatomuueThl (Trichophyton spp., Microsporum
spp., Epidermophyton sp

154.0. Mukonoruyeckoe nccrnegoBaHve Ha KpunTokokk (Cryptococcus neoformans)

09.01.02.03.MNKPOBWNOJIOT'MYECKUE NCCNEOOBAHNA

183.0. KomnnekcHas guarHocTmka KnweyHbIX MHeKUni

170.0. KomnnekcHoe nccnegoBaHve MUkpodnopbl yporeHuTansHoro Tpakta_MK

124.0. Mukpobuonornyeckas guarHocTvka AMchakTepmosa KULLeYHUKa

171.0. MwukpobuoueHos Bnaranuia_MK

185.0. MoceB Buonornyeckoro Matepuana npu MMNIAHToNorm

120.5. [MoceB rpyaHOro Monoka Ha Mukpodopy

120.0. MoceB kana Ha Mukpodnopy

120.1. [MoceB Mo4M Ha Mukpodriopy

121.0. [MoceB Ha aHaspobHYO MUKpPOdIopY

173.0. MoceB Ha GeTa-remonuTMYeckunii CTPENTOKOKK rpynibl B (Streptococcus agalactiae)

123.0. Moces Ha Bo3byauTenen kuweyvHon rpynnel (Shigella spp., Salmonella spp.)

144.0. MoceB Ha Bo3byautensa andtepun (Corynebacterium diphtheriae)

137.0. MoceB Ha rapgHepennés (Gardnerella vaginalis)

143.0. [MoceB Ha remodunbHyto Hekuuto (Haemophilus influenzae)
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136.0.
135.0.
141.0.
132.0.
129.0.
126.0.
130.0.
145.0.

147.0.
131.0.
140.0.
142.0.
127.0.
138.0.
139.0.
172.0.
128.0.
125.0.
120.2.
120.6.
120.3.

120.7.
120.4.

01.

03.
13.

02.

05.

06.

09.

08.

07.

157.0.
163.0.
158.0.

159.0.
175.0.
156.0.
162.0.

161.0.

160.0.
186.0.

170.0.01.39
.01.3.

170.0.01.39
.02.3.

171.0.01.05
.01.0.

199.7.
199.16.
199.6.
199.15.
199.13.
199.8.
199.11.
199.12.
199.10.
199.3.
199.9.
199.0.
199.14.
199.1.
199.2.

[MoceB Ha roHopeto (Neisseria gonorrhoeae)

Moces Ha rpubsl p.Candida

MoceB Ha 30n0TUCTbLIN CTadMNOKOKK (Staphylococcus aureus)

[MoceB Ha nepcuHunos (Yersinia spp.)

Moces Ha kamnunobaktepros (Campylobacter spp.)

[MoceB Ha kunweyHyto nanoyky (Escherichia coli O157:H7)

Moces Ha knocTtpuammn (Clostridium difficile)

MoceB Ha kokniow v napakokntow (Bordetella pertussis, Bordetella parapertussis)

[MoceBs Ha nernoHennés (Legionella)

Moces Ha nucTepmnos (L.monocytogenes)

[MoceB Ha mukonnasmy xomuHuc (Mycoplasma hominis)

MoceB Ha NMOreHHbI CTPENTOKOKK (Streptococcus pyogenes)

[MoceB Ha canbmoHennes (Salmonella spp.)

MoceB Ha TpnxomoHwmas (Trichomonas vaginalis)

[MoceB Ha ypeannasmy ypeanutukym (Ureaplasma urealiticum)

MoceB Ha ypeanna3smy ypeanuMTuKym 1 MUKONNa3my XOMUHUC

Moces Ha wurennes (Shigella spp.)

MoceB Ha awepuxuno3s (Escherichia spp.)

[MoceB oTAeNsemMoro BepXHuNxX AbixaTernbHblX MyTen Ha MUKpodrnopy (Hoc, 3eB).
[NoceB oTaensemoro rnas, ywen Ha MMKkpodriopy

[MoceB 0TAENSEMOro HMKHUX AblXaTenbHbIX NyTen Ha MyuKpodnopy (Tpaxes, 6poHxu)

MoceB oTAENseMoro paHbl Ha MUKpodiopy
MoceB OTAENSEMOro YpOreHMTanbHoro TpakTa Ha Mukpodriopy

09.01.02.04.00MOJIHUTEJIbHBIE NCCITIENOBAHUA

OnpepeneHne YyBCTBUTENBHOCTM BO30YaANTENS K aHTMDaKkTepuanbHbiM npenapaTam
(aam)

OnpepeneHne YyBCTBUTENBHOCTM BO30yanTens k 6akrepuodaram

OnpepfeneHne YyBCTBUTENBHOCTM BO30yANTENS K paclumpeHHomy cnektpy ABr, ¢
onpegeneHneM MMHUManbHOW MHIMGupytoLlen koHueHTpauum (MUK, MIK)
OnpepeneHne YyBCTBUTENBHOCTN BO3OYANTENS K paCLUMPEHHOMY CMEKTPY
aHTMGaKTepuarbHbIX NpenapaTos

OnpepeneHne YyBCTBUTENBHOCTM K aHTMOakTepuanbHbiM npenapatam ESBL-
LUTaMMOB

OnpepeneHne YyBCTBUTENBHOCTM K aHTUbakTepuanbHbiM npenapatam MRSA-
LITAaMMOB

OnpepeneHne YyBCTBUTENBHOCTU K aHTUGakTepuanbHbIM NpenapaTamM BCEro crnekTpa
Bbl€NEHHO MUKPOdNopbI

OnpepeneHne YyBCTBUTENBHOCTM K aHTUMUKOTUKAM C UCMOMb30BaHUEM TECT-CUCTEM
"Fungitest"

OnpepeneHne YyBCTBUTENBHOCTM K aHTUMUKOTUYECKUM MNpenapaTam

09.01.02.05.AHTUI'EHHBIE TECTbI, 3KCINPECC-AHAIIN3bI

AgeHosupyc (Adenovirus, AMapenHblit CUHOPOM), aHTUrEeHHbIN TecT
WHdnioeHua A+B (Influenza A+B, rpmnn), aHTUreHHbIN Tect
Kpuntocnopuaun napsym (Cryptosporidium parvum, guapeviHbiii CUHAPOM),
QHTUIEeHHbI TecT

Jlambnun (Giardia liamblia, AuapeHbln CMHAPOM), aHTUMEHHBI TECT
OB6HapyxeHvie poTaB1pyCoB 1 afeHOBUPYCOB, aHTUrEHHbIN TECT
PoTtasupyc (Rotavirus, gnapenHbii CUHAPOM), aHTUTEHHbIN TecT
CrpenTokokka rp.A (Streptococcus pyogenes), aHTUreHHbIN TecT

CrpenTokokka rp.B (Streptococcus agalactiae), aHTUreHHbI TecT

TokecuH A (Clostridium difficile, nceBaoMemM6paHHbIi KOMWT), aHTUTEHHBIN TeCT
TokeuH A n B (Clostridium difficile, nceBgomembpaHHbIi KOnWUT),aHTUFEHHBIN TECT

09.01.02.06.KOMIMNEKCHBLIE MCCNEAOBAHUA

KomnnekcHoe nccnegoBaHve MUKPOGOpbl YPOreHUTanbHOro TpakTa ¢ onpegeneHmemM
YYBCTBUTENBHOCTU BO3OYANUTENS K aHTUBaKTepuanbHbIM Npenapatam v

6aktepnodar MK

KomnnekcHoe nccnegoBaHve MUKPOIiopbl YporeHUTansHoro Tpakta ¢ onpegaeneHvem
YYBCTBUTENLHOCTU BO3OYANTENS K pacLUMPEHHOMY CMEKTPY aHTubaKTepuanbHbIX

npe MK

Mwvikpo6uoLeHo3 Briaranuiua ¢ onpeaerneHMeM YyBCTBUTENBHOCTU BO30yaMTeNs K

aHTMbakTepmanbHbiM npenapatam MK

09.01.03.0MPEAENEHVE MUKPOBUOTHI
AHanu3 mukpobuoTtsl no Ocunosy (bruoTon "BpoHxuansHoe oTaensieMoe")
AHanu3 mukpobroTtel no Ocunosy (6uoTton "Bnaranuie")
AHanuna MukpobroTel no Ocunosy (6noTon "Koxa")
AHanun3 MukpobroTel no Ocunoy (bnoTon "Mouya")
AHanu3 mukpobroTtsl no Ocunosy (buoTton "Myxckas MoyenornoBas cuctema")
AHanu3 mukpobroTtbl no Ocunosy (6uoton "Hortn™)
AHanu3 mukpobuoTtsl no Ocunosy (6uoTton "PaHa")
AHanu3 mukpobnoTtbl no Ocunosy (6rnoTton "PoToBas nonocTb, HocornoTka'")
AHanu3 mukpobroTsl no Ocunosy (6uoTton "CekpeT npocTathl")
AHanus mnkpobnoTtbl no Ocunosy (6uoTton "CnmancTas rnasa")
AHanu3 mukpobroTtsl no Ocunosy (6uoTton "CnuancTas Hoca")
AHanua MukpobuoTtbl no Ocunosy (6rnoTon "ToHkas kuwka")
AHanu3 MukpobuoTtsl no Ocunosy (bruoTton "Ypetpa")
AHanu3 mukpobroTtbl no Ocunosy (6uoTton "LiepBukanbHbi kaHan")
AHanu3 mukpobroTsl no Ocunosy (6uoTton "OHaomMeTpuin")
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199.5. AHanuna MukpobroTbl no Ocunosy (6noTon NpUcTeHo4YHas MukpobuoTa "ToncTtas kuwka")

199.4. AHanuna MukpobroTel no Ocunosy (6noTon npocBeTHass MUKpobroTa "Toncras kuwka")
09.02.MUP-ONATHOCTUKA
09.02.01.BupycHble renatuthbl

19.127. Bupyc renatuta B, OHK (HBV, MNMLUP ynbTpadyBcTBMT.) NNasma, Kon.
19.1. Bupyc renatuta B, AHK (HBV, MLUP) nnasma, kau.
19.44. Bupyc renatuta B, OHK (HBV, MNMLUP) nnasma, kon.
19.129. Bupyc renatuta C, reHotun 1, 1a, 1b, 2, 3, 4, 5, 6, PHK (HCV, MUP ynbTpayyscTBUT.)
nnasma, Kau.
19.97. Bupyc renatuta C, reHoTtun 1a, 1b, 2, 3a, 4, 5a, 6, PHK (HCV, MLP) nnasma, kon.
19.128. Bupyc renatuta C, PHK (HCV, MNLP ynbTpayyscTBWT.) Nnasma, Kon.
19.8. Bupyc renatuta D, PHK (HDV, MNLP) nnasma, kay.
19.95. Bupyc renatuta D, PHK (HDV, MNLP) nna3ma, kon.
19.10. Bupyc renatuta G, PHK (HGV, MLP) nnasma, kau.
19.6. Bupyc renatuta A, PHK (HAV, MNLP) nna3ma, kau.
19.3. Bupyc renatuta C, PHK (HCV, MNLP) nnasma, kay.
19.45. Bupyc renatuta C, PHK (HCV, MNLP) nna3ma, kon.
09.02.02.BNY-nHbekunn
19.49. BWY-1, PHK (HIV-1, MLP) nnasma, kau.
50.1.2002. BWY-1, PHK (HIV-1, MUP) nnasma, kon.
09.02.03.PaHHssa anarHoctuka renatuta B, C, BUY-1, BUY-2
19.96. PaHHsia gnarHoctuka nHgpekumii: PHK HCV, OHK HBV, PHK BUY-1, PHK BY-2

(ynbTpayyBCTBUTENbHbIN METOA) nrasma, Kau.
09.02.04.KnewueBble MHEKLUN

19.56.2. Boppenuu, AHK (Borrelia burgdorferi s.I., MNLP) moya, kau.

19.91.2. Boppenuu, OHK (Borrelia burgdorferi s.I., NLP) moya, kon.

19.56.1. Boppenuu, AHK (Borrelia burgdorferi s.I., MLUP) nnasma, kay.

19.91.1. Boppenuu, OHK (Borrelia burgdorferi s.I., NUP) nnasma, kon.

19.55. Bupyc knewesoro aHuedanuta, PHK (TBE Virus, MNLIP) nna3ma, kau.

19.107. KomnnekcHoe uccnepnosaHve Ha MHdeKUMK, nepegaBaemMble knewamu: 6oppenmnos,
KneweBon aHUedanuT, apnmxmos, aHannasmo3s (MLUP, nna3wma, kay.)

19.106. KomnnekcHoe nccrnenoBaHue Ha KnelleBble MHeKUMN: 6Goppenvos, KrneLeson

3HUedanuT, apnmxmos, aHannaamo3s (MNLP, kneww, kay.)
09.02.05.PecnupaTtopHble MHeKLmn

50.8.2090. Bupyc rpynna A H1N1, PHK (HPAI Virus A, TMLIP) cockob, kay.

19.35.3. Bupyc OnwrenHa-bapp, OHK (EBV, MNLP) moua, kauy.

19.71.3. Bupyc OnwrenHa-bapp, AHK (EBV, MUP) moya, kon.

19.35.1. Bupyc OnwrenHa-bapp, AHK (EBV, MNLUP) nnasma, kau.

19.71.1. Bupyc OnwrenHa-bapp, AHK (EBV, MNLP) nnasma, kon.

19.35.2. Bupyc OnwrenHa-bapp, OHK (EBV, MNLP) cockob, kau.

19.71.2. Bupyc OnwrenHa-bapp, AHK (EBV, MLUP) cockob, kon.

19.38. Kokntow, AHK Bo3byauntens (Bordetella pertussis, MLP) cocko6, kau.

19.151. KopoHaewupyc, PHK (SARS-CoV-2, MNLP) ma3ok, kau.

19.52.1. MeHuHrokokk, remodunbHas nanodyka, crpentokokk (Neisseria meningitidis, haemophilus
influenzae, streptococcus pneumoniae, INLIP) nna3wma, kau.

19.52.2. MeHunHrokokk, remodumnbHas nanoyka, ctpenTtokokk (Neisseria meningitidis, haemophilus
influenzae, streptococcus pneumoniae, INLIP) cockob, kay.

19.51.1. Mukonnasma, xnamuagoduna, AHK (Mycoplasma pneumoniae, chlamydophila
pneumoniae, MLP) nna3ma, kau.

19.51.2. Mukonnasma, xnamuagoduna, AHK (Mycoplasma pneumoniae, chlamydophila

pneumoniae, MNLP) cockob, kau.
09.02.06.0cTpble K1LLEYHbIe MHEKLMM

19.54. Potasupyc rp. A, HopoBupyc 2 reHorpynnbl, actposupyc, PHK (Rotavirus A, Norovirus 2,
Astrovirus, INMLP) kan, kay.
19.53. LLurennel, swepuxun, canbMoHenssl, kamnunobaktepum, AHK (Shigella spp., E. coli
(EIEC), Salmonella spp., Campylobacter spp., MNLIP) kan, kau.
19.54.2. OHTeposupyc, PHK (Enterovirus, MNLP) kan, kay.
09.02.07.[pyrne 6aktepuarnbHble 1 BUPYCHbIE MHEKLUN
19.34.3. Bupyc Bapuuenna-soctep, AHK (VZV, MLP) moua, kay.
19.34.1. Bupyc Bapuuenna-soctep, AHK (VZV, MNLUP) nnasma, kay.
19.34.2. Bupyc Bapuuenna-3octep, AHK (VZV, TMLP) cockob, kau.
19.85. Bupyc kpacHyxu, PHK (Rubella Virus, MLP) nnasma, kau.
19.86. Bupyc kpacHyxu, PHK (Rubella Virus, MNLIP) nna3wma, kon.
19.43. Jluctepus, OHK (Listeria monocytogenes, MLP) cocko6, kay.
19.39.3. Tokconnaawma, [HK (Toxoplasma gondii, MNLIP) moya, kau.
19.74.3. Tokconnaama, HK (Toxoplasma gondii, MLIP) moua, kon.
19.39.1. Tokconnaama, [HK (Toxoplasma gondii, MNL|P) nna3ma, kay.
19.74.1. Tokconnaama, AHK (Toxoplasma gondii, ML|P) nnasma, kon.
19.39.2. Tokconnaawma, [HK (Toxoplasma gondii, MNL|P) cockoB, kau.
19.74.2. Tokconnasma, AHK (Toxoplasma gondii, ML|P) cocko6, kon.
19.37.1. Xenukobaktep, AHK (Helicobacter pylori, MLIP) kan, kau.
19.72.2. XenukobakTep, AHK (Helicobacter pylori, MNMLIP) kan, kon.
19.37.2. Xenukobaktep, AHK (Helicobacter pylori, MLIP) cockob, kau.
19.72.1. Xenukobaktep, AHK (Helicobacter pylori, MNMLIP) cocko6, kor.
19.31.3. Lintomeranosupyc, IHK (Cytomegalovirus, MNL|P) moya, kau.
19.69.3. Lintomeranoeupyc, OHK (Cytomegalovirus, MNLIP) moua, kon.
19.31.1. Lintomeranosupyc, IHK (Cytomegalovirus, MNLP) nnasma, kay.
19.69.1. LinTomeranosupyc, OHK (Cytomegalovirus, MNLUP) nnasma, kon.
19.31.2. Lintomeranosupyc, IHK (Cytomegalovirus, MNLP) cocko6, kau.
19.69.2. LinTomeranosupyc, OHK (Cytomegalovirus, MNLP) cockoB, kon.
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19.108.3
19.109.3
19.108.1
19.108.2
19.109.2
19.23.3.
19.67.3.
19.23.1.
19.23.2.
19.67.2.
19.110.3
19.111.3
19.110.1
19.110.2
19.111.2
19.24.3.
19.68.3.
19.24.1.
19.68.1.
19.24.2.
19.68.2.

19.77.

19.777.

19.19.2.
19.63.2.
19.19.1.
19.63.1.

19.22.2.
19.66.2.
19.22.1.
19.66.1.

19.17.2.
19.61.2.
19.17.1.
19.61.1.

19.18.2.
19.62.2.
19.18.1.
19.62.1.

19.21.2.
19.65.2.
19.21.1.
19.65.1.

19.20.2.
19.64.2.
19.20.1.
19.64.1.

19.15.2.
19.59.2.
19.15.1.
19.59.1.

19.79.
19.80.

19.81.
19.82.

19.14.2.
19.58.2.
19.14.1.
19.58.1.

19.83.
19.84.

19.16.2.

09.02.08.Bupyc npocTtoro repneca
Bupyc repneca 1 tuna, AHK (HHV-1, NMLP) moua, kau.
Bupyc repneca 1 tuna, AHK (HHV-1, MNLP) moya, kon.
Bupyc repneca 1 tuna, AHK (HHV-1, MNMUP) nna3sma, kau.
Bupyc repneca 1 tuna, AHK (HHV-1, MNLP) cockob, kau.
Bupyc repneca 1 tuna, AHK (HHV-1, MNLUP) cocko6, kon.
Bupyc repneca 1,2 tunos, AHK (HHV-1,2, MLP) moua, kau.
Bupyc repneca 1,2 Tunos, AHK (HHV-1,2, MNLP) mo4a, kon.
Bupyc repneca 1,2 Tunos, AHK (HHV-1,2, MLUP) nnasma, kau.
Bupyc repneca 1,2 tunos, AHK (HHV-1,2, MLUP) cockob, kau.
Bupyc repneca 1,2 Tunos, OHK (HHV-1,2, MNLP) cocko®, kon.
Bupyc repneca 2 tuna, AHK (HHV-2, NLP) moya, kau.
Bupyc repneca 2 tuna, AHK (HHV-2, NMLIP) moua, kon.
Bupyc repneca 2 tuna, AHK (HHV-2, MNMUP) nna3ma, kau.
Bupyc repneca 2 tuna, AHK (HHV-2, MNLP) cockob, kau.
Bupyc repneca 2 tuna, AHK (HHV-2, MNLUP) cocko6, kon.
Bupyc repneca 6 tuna, AHK (HHV-6, NMLIP) moya, kau.
Bupyc repneca 6 tuna, AHK (HHV-6, MNLIP) moua, kon.
Bupyc repneca 6 tuna, AHK (HHV-6, MNMLP) nna3sma, kau.
Bupyc repneca 6 tuna, AHK (HHV-6, MNLP) nna3sma, kon.
Bupyc repneca 6 tuna, AHK (HHV-6, MNMLIP) cockob, kau.
Bupyc repneca 6 tuna, AHK (HHV-6, MNLP) cockob, kon.
09.02.09.KomnnekcHoe uccnegoBaHneHa rpubsl poga Kangnaa
Kangmpa, AHK (Candida albicans, C. glabrata, C. krusei, [NL|P 6e3 onpeaenexus suga
B030yauTensi) cockob, kau.
Kangmpa, AHK (Candida albicans, C. glabrata, C. krusei, [NL|P c onpegenexHvem Buga
B030yauTensi) cockob, kau.
09.02.10.YporeHuTanbHble NHGEKLUm
09.02.10.01."'apaHepenna BarmHanuc
apaHepenna, AHK (Gardnerella vaginalis, MLP
apaoHepenna, OHK (Gardnerella vaginalis, MLP
apaHepenna, AHK (Gardnerella vaginalis, MLP
apaoHepenna, OHK (Gardnerella vaginalis, MLP
09.02.10.02.KaHanaa anbbukaHc
Kanguga, AHK (Candida albicans, MLP) moya, kau.
Kananpa, AHK (Candida albicans, INMLIP) mouya, kon.
Kangunpa, AHK (Candida albicans, IMLIP) cockob, kau.
Kananpa, AHK (Candida albicans, INMLIP) cocko6, kon.
09.02.10.03.Mukonnasma reHuTanuym
Mwkonnasma, AIHK (Mycoplasma genitalium, MNLP) moya, kau.
Mwukonnasma, AHK (Mycoplasma genitalium, MNLP) moya, kon.
Mwkonnasma, AIHK (Mycoplasma genitalium, MNLP) cocko6, kau.
Mwukonnasma, AHK (Mycoplasma genitalium, MLP) cocko6, kon.
09.02.10.04.Mukonnasma XoMUHUC
Mwukonnasma, AHK (Mycoplasma hominis, MNLP) moya, kau.
Mwkonnasma, AIHK (Mycoplasma hominis, MNL|P) moya, kor.
)
)

MOu4a, Kau.
Moua, Korl.

COCKOO, Kau.
cockob, Kor.

—_— — —

Mwukonnasma, AHK (Mycoplasma hominis, MNLP) cocko6, kau.

Mwkonnasma, AHK (Mycoplasma hominis, MNL|P) cockoB, kon.
09.02.10.05.Hewccepusi roHopen

"oHopes, IHK Bo3byanTens (Neisseria gonorrhoeae, MNLP) moya, kau.

"oHopesi, AHK Bo3byauTens (Neisseria gonorrhoeae, MNLP) moya, kon.

"oHopes, IHK Bo3byanTens (Neisseria gonorrhoeae, MNLP) cockob, kau.

"oHopes, AHK Bo36byauTens (Neisseria gonorrhoeae, MNLP) cocko®, kon.
09.02.10.06.TpunxomoHac BarmHanumc

TpuxomoHaga, OHK (Trichomonas vaginalis, MNLP) moya, kau.

TpuxomoHaga, [IHK (Trichomonas vaginalis, MNL|P) moya, kon.

TpuxomoHaaa, OHK (Trichomonas vaginalis, MNLP) cockoB, kau.

TpuxomoHaga, AHK (Trichomonas vaginalis, MNMLIP) cocko6, kon.
09.02.10.07.Ypeanna3smbl

Ypeannaswmebl, HK (Ureaplasma species, MLIP) moua, kau.

Ypeannasmbl, JHK (Ureaplasma species, MLP) mo4a, kon.

Ypeannaawmebl, [HK (Ureaplasma species, lMLIP) cockob, kau.

Ypeannaamebl, HK (Ureaplasma species, MLIP) cocko6, kon.
09.02.10.08.NakTobakTepun

Jlaktobaktepuu, AHK (Lactobacillus spp., MNLIP) cockob, kau.

JlakTo6aktepuu, AHK (Lactobacillus spp., MNLP) cocko6, kon.
09.02.10.09.Mo6unyHkyc

Mo6unyHkyc, OHK (Mobiluncus curtissi, MNLIP) cocko®, kau.

Mo6unyHkyc, AHK (Mobiluncus curtissi, MNMLP) cockob, kon.
09.02.10.10.Xnamuagunsa Tpaxomatmc

Xnamugus, OHK (Chlamydia trachomatis, NMLP) moua, kau.

Xnamugus, OHK (Chlamydia trachomatis, MLP) moua, kon.

Xnamunaus, AHK (Chlamydia trachomatis, MLIP) cockob, kau.

Xnamugus, OHK (Chlamydia trachomatis, MLP) cocko6, kon.
09.02.10.11.Baktepoungpl

Baktepongpl, [IHK (Bacteroides spp., MNLP) cockob, kau.

Bakrepouapl, OHK (Bacteroides spp., MNLP) cockob, kon.
09.02.10.12.BroBapsbl U.Urealyticum

Ypeannasmbl, OHK (Ureaplasma urealyticum, U. parvum, MLP c onpegenexvem Buga

BO30yauTENs) MOYa, Kau.
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19.60.2.
19.16.1.
19.60.1.
19.50.2.
19.50.1.
19.25.
19.78.
19.92.1.
19.93.1.
19.161.
19.46.
19.57.
19.75.
19.26.
19.88.
19.30.1.
19.90.1.
19.29.1.
19.89.1.
19.76.
28.118.1.
28.118.
28.118.2.
28.210.1.
28.210.
28.210.2.
50.2.2087.

27.39.

27.38.

28.92.

20.79.
20.22.
20.21.
20.80.

20.39.
20.118.

20.32.
20.33.
20.31.
20.29.
20.30.

20.35.
20.34.

20.37.
20.38.

20.82.
20.81.

20.26.
20.25.
20.24.
20.23.

Ypeannasmbl, JHK (Ureaplasma urealyticum, U. parvum, MNLP c onpenenexvem Buga

BO3OyauTens) mouya, Kon.

Ypeannaawmel, HK (Ureaplasma urealyticum, U. parvum, MNLIP c onpenenexnem Bnga

B030yanTensi) cockoO, kau.

Ypeanna3awmsl, HK (Ureaplasma urealyticum, U. parvum, MNLIP c onpenenexvnem Bnaa

BO3OyauTens) cockob, Kon.
09.02.10.13.TpenoHema nannmaym
TpenoHema, IHK (Treponema pallidum, MNMLIP) moya, kau.
TpenoHema, OHK (Treponema pallidum, MLIP) cockoB, kau.
09.02.10.15.BIN4 (BMpyc nanunnombl Yenoseka)
BIMY 16 Tuna, AHK (HPV, NLP) cockob, kau.
BMNY 16 tuna, AHK (HPV, NLP) cockob, kon.
BIMY 16/18 tuna, AHK (HPV, MNLP, onpeneneHve reHoTuna) cockob, Kay.
BINMY 16/18 tuna, AHK (HPV, MNLP, onpeneneHne reHotTuna) cockoo, Kos.
BMY 16/18 tunos, OHK (HPV, MNLUP, onpeneneHue reHotuna),
31/33/35/39/45/51/52/56/58/59/66/68 Tunos (6e3 onpeaenexHus reHotuna, Abbott

RealTime), cockob.
BMY 16/18/31/33/35/39/45/51/52/56/58/59 tnna, AHK (HPV, MNLP, onpeneneHve
reHoTuna) cockob, kau.
BMY 16/18/31/33/35/39/45/51/52/56/58/59 tnna, OHK (HPV, MNLP, onpenenexve
reHoTmna) cockob, Kon.
BMY 16/18/31/33/35/39/45/51/52/56/58/59/68 Tnna, AHK (Digene-test, MLIP, 6e3
onpegeneHnsi reHoTuna) Cockoo, Kos.
BIMY 18 Tuna, AHK (HPV, NLP) cockob, kau.
BMNY 18 tuna, AHK (HPV, NLP) cockob, kon.
BMY 26/51 tuna, AHK (HPV, MNUP, onpegenexune reHoTnna) cockob, kau.
BIMY 26/51 tuna, AHK (HPV, MNLP, onpeneneHne reHotTuna) cockoo, Kos.
BIMY 6/11 tuna, OHK (HPV, MLUP, onpeaenexue reHoTuna) cockob, kau.
BM4Y 6/11 tuna, AHK (HPV, MNLP, onpeaenexne reHotmna) cockob, kom.
BMY 6/11/42/43/44 tvna, OHK (Digene-test, MNLP, 6e3 onpegenexus reHotuna)
cockob, Kon.
09.02.11.NccnegoBaHve MUKPOMIIOPbI YPOreHUTanbHOro TpakTa

Angpodnop (MccnegoBaHne MUKPOMiopbl YPOreHUTanbHOro TpakTa y MyX4uH), CekpeT

npocTaTthbl

AHppodnop (UccnegoBaHme MUKPOMIOpbl YPOreHUTanbHOro TpakTa y My>4mH), COCkob

AHppodrop (VccnepgoBaHve MUKPOGNOpbl YPOreHUTasbHOTO TpakTa y MY>KUMH), 3AKynsaT

Angpodnop CkpuH (MccnepoBaHne Mnkpodnopbl yporeHUTanbHOro Tpakta My>X4uH),
CeKpeT npocTaThl

Angpodnop CkpuH (UccnepoBaHne Mnkpodnopbl yporeHUTanbHOro Tpakta My>X4uH),
cockob

Angpodnop CkpuH (MccnepoBaHne Mukpodnopbl yporeHUTanbHOro Tpakta My>X4uH),
IAKYNAT

demodhnop CkpuH (MiccnegoBaHne MMKpodnopbl ypOreHMTanbHOro TpakTa y XeHLmH, 12

nokasaTteneim), Cockob
demodhnop-16 (MiccnegoBaHne MUKpONOpbl yporeHMTanbHOro TpakTa y XeHLWuH, 16
nokasaTenein), Cockob
demodnop-8 (MccnegoBaHve MUKPOMNOPbI YPOreHUTanbHOro TpakTa y XeHLuH, 8
nokasaTenen), Cockob

09.02.12.NccnepoBaHne MyrKpodnopbl yporeHuTanbHoro Tpakta un guarHoctvka UMMM
®nopoueHo3 (MccnenosaHve MUKPOMIOPb! yporeHMTabHOro Tpakta v AnarHocTuka
WM y xeHLwmH), cockob

09.03.CEPONOrnsA

09.03.01.CKpUHMHT

AT n Al k BUY 1/2 (CKpUHUHT, Kau.)

enatut C, anti-HCV cymm. (ka4)

enatuT B, HBs Ag (kau)

Cudpunuc cym. AT (IgG n IgM) (kau)
09.03.02.I'enatunt A

lenatut A, anti-HAV IgM (n/kon)

Fenatut A, anti-HAV cym. AT(kon)
09.03.03.l'enaTtut B

enatut B, anti-Hbe (n/kon)

enatuT B, anti-HBs (kon)

enatut B, Hbe Ag (kau)

'enatuT B, anti-HBV cor IgM (n/kon)

enatut B, anti-HBV cor cymm. (ka4)
09.03.04.I'enatut C

enatuT C, anti-HCV 1gG aBugHocTb (n/kon)

enatut C, anti-HCV IgM (n/kon)
09.03.05.l'enatut D

enatuT D, anti-HDV IgM (ka4)

enatuT D, anti-HDV cymm. (ka4)
09.03.06.l'enaTtuT E

enatuT E, anti-HEV-IgG (ka4)

enatuT E, anti-HEV-IgM (kau)
09.03.07.Cucounuc

Cudounuc IgG (n/kon)

Cundunuc IgM (ka4)

Cudpunuc RPR (n/kon)

Cudunuc TPHA (n/kon)
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20.28.
20.27.

20.63.
20.61.
20.62.
20.41.
20.42.
20.43.

20.126.
20.65.
20.66.
20.47.
20.46.

20.45.
20.44.

20.76.
20.77.
20.78.

20.58.
20.59.
20.60.

20.15.
20.16.
20.17.

20.104.
20.125.
20.105.
20.102.
20.103.

20.50.
20.51.
50.17.2007.
50.15.2007.
50.16.2007.
20.52.
20.53.
20.54.
20.55.
20.83.

20.71.1
20.85.

20.69.1
20.70.1

20.56.
20.57.

20.72.
20.73.

20.18.
50.83.1295.
20.88.

20.74.
20.75.

20.10.
20.11.

20.123.
20.124.

20.9.
20.8.
20.95.
20.93.
20.94.

20.127.
20.128.

Cucounuc nMmyHobnot IgG (kay)

Cudpmnuc ummyHobnot IgM (kau)
09.03.08.Xnammanos

Xnamugus nHeBMoHum IgA (n/korn)

Xnamugusi nHeBMoHum 1gG (n/kon)

Xnamugusi nHeBMoHumM IgM (n/kon)

Xnamugus Tpaxomatuc IgG (n/kon)

Xnamugus Tpaxomatuc IgM (n/kon)

Xnamugus Tpaxomatumc IgA (n/kon)
09.03.09.Mukonnasmo3s

Mwkonnasma nHeBMoHuM IgA

Mukonnasma nHeBMoHum 1gG (n/kon)

Mukonnasma nHeBMoHumM IgM (n/kon)

Mukonnasma xomuHuc IgA (n/kon)

Mukonnasma xomunuc 1gG (n/kor)
09.03.10.Ypeanna3smo3s

Ypeannasma ypeanutukym IgA (n/kon)

Ypeannasma ypeanutukym IgG (n/kor)
09.03.11.Tokconna3mos

Tokconnasma IgG (ko)

Tokconna3sma lgG aBugHocTb (n/kos)

Tokconna3sma IgM (kon)
09.03.12.LintomeranoBupycHasa nHdekums

Lintomeranosupyc IgG (n/kon)

Lintomeranosupyc IgG aBnaHocTtb (n/kon)

Lintomeranosupyc IgM (n/kon)
09.03.13.KpacHyxa

KpacHyxa IgG (kon)

KpacHyxa IgG aBugHocTb (n/kos)

KpacHyxa IgM (n/kon)
09.03.14.PecnupaTopHble BUPYCHblE MHAEKLNN

ApeHosupyc IgG (n/kon)

AgneHosupyc IgM (n/kon.)

ApeHosupyc IgA (n/kon)

PecnupaTopHbI cuHUMTUanbHbIA BUupyc 1gG (n/kon)

PecnupaTopHbIn cUHUMTUanbHbIM BUpyc IgM (n/kon)
09.03.15.I'epnec

Bupyc npoctoro repnieca 1 1gG (kon)

Bupyc npocToro repneca 1 IgM (n/kon)

Bupyc npocTtoro repneca 1,2 IgG (ko)

Bupyc npocToro repneca 1,2 IgG aBungHocTb (n/kon)

Bupyc npoctoro repneca 1,2 IgM (n/kon.)

Bupyc npocToro repneca 2 1gG (kon)

Bupyc npoctoro repneca 2 IgG aBuaHocTb (n/kon)

Bupyc npocToro repneca 2 IgM (n/kon)

Bupyc npoctoro repneca VI tuna IgG (n/kon)

Bupyc npoctoro repneca VIl Tuna IgG (n/kon)
09.03.16.BOb-nHbekums

Bupyc OnwrenHa-bapp IgG k kancugHomy Al™ (kon)

Bupyc OnwrenHa-bapp 1gG k paHHemy Al™ (kon)

Bupyc OnwrenHa-bapp 1gG k agepHomy Al (n/kon)

Bupyc OnwTtenHa-bapp IgM k kancugHomy Al (kon)
09.03.17.BeTtpsaHas ocna

Bupyc Bapuuenna-3octep IgG (kon)

Bupyc Bapuuenna-3octep IgM (n/kon)
09.03.18.Kopb

Kopb IgG (n/kon)

Kopb IgM (n/kon)
09.03.19.Kokniow

Bopaetenna neptyccuc IgG (kon)

Bopaetenna neptyccuc IgM (kon)

Bopaetenna neptyccuc IgA (kor)
09.03.20.MapoTut

MapotuT IgG (kor)

MapotuTt IgM (n/kon)
09.03.21.KneweBon boppenvos

Boppennos IgG (kon)

Boppenwvos IgM (kon)
09.03.22.KnewieBon saHuedanut

Bupyc knewesoro aHuedanurta IgG (n/kon.)

Bupyc knewesoro sHuedanuTa IgM (n/kon.)
09.03.23.NepcuHnos

MepcuHuos IgA (n/kon)

WepcmHnos IgG (n/kor)

WepcunHus ncesnoty6epkynesa (n/kon)

MepcmnHusa sHTepokonuTuka, cepotun O3 (n/kor)

MepcuHusa aHTepokonutuka, cepotun O9 (n/kon)
09.03.24.bpyuennes

Bpyuennes IgG (kay.)

Bpyuennes IgM (kau.)
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09.03.25.J1leriumanHnos

20.115. Jlenwmanmnos 1gG (n/kon).
09.03.26.MenbMUHTO3bI
20.6. Ackapugos IgG (n/kon)
20.1. OuncbdepeHumnanbHasa amarHocTuka renbMuHTo30B IgG (n/kon)
20.3. Onuctopxo3s IgG (n/kor)
20.2. Tokcokapos IgG (n/kon)
20.4. TpuxuHennes IgG (n/kon)
20.5. OxuHOKoKko3 IgG (n/kon)
09.03.27.CanbmoHennes
20.13. CanbmoHennes (rp.A, B, C, [, E, cymm., n/kon)
09.03.28.lurennes
20.91. LLivrenna 3oHHe (n/kon)
20.89. LWvrenna ®nekcHepa 1-5 (n/kon)
20.90. LLivrenna ®nekcHepa 6 (n/kon)
09.03.29.Acneprunnes
20.129. Acneprunnes IgG (kay.)
09.03.30.XenukobakrepHas MHdeEKLMS
20.117. Onpepenexue aHtureHa HELICOBACTER PYLORI B kane (M®A)
20.14. XenukobakTtep nunopm IgG (kon)
20.86. Xenukobaktep nunopm IgA (kon)
20.87. XenukobakTtep nunopu IgM (kon)
09.03.31. Bupycol rpunna
20.171. Bupyc rpunna tuna B IgG (n/kon)
20.172. Bupyc rpunna tuna B IgM (kon)
20.169. Bupyc rpunna tuna A IgG (kon)
20.170. Bupyc rpynna tuna A IgM (n/kon)
09.03.32. KopoHasupyc
20.177. KopoHaBupyc SARS-CoV-2, aHtutena IgG (Mindray)
20.154. KopoHnaeupyc SARS-CoV-2, aHtutena IgG k N-6enky (Architect, Abbott) (n/kon).
20.178. KopoHnaBupyc SARS-CoV-2, aHTuTena IgG nocne BakuuHaumu npenapaTom
"OnuBakKopoHa", n/kon. (FTHL, BB «BekTop»)
20.176. KopoHaBupyc SARS-CoV-2, aHtutena IgM (Mindray)
20.157. KopoHaBupyc SARS-CoV-2, aHtutena IgM (Architect, Abbott) (n/kon)
20.165. KopoHnasupyc SARS-CoV-2, HewTpanuaytowme aHtutena IgG k RBD gomeHy S-6enka
(Architect, Abbott) (kon.)
20.158. KopoHaBsupyc SARS-CoV-2, HeWTpanuaytowme aHtutena IgG k S-6enky (Roche,

LLiBenuapwus) (kon.)
09.03.33. Opyrne nHdekuun

20.106. Amebuas IgG (n/korn)

50.45.921. AT k KopuHobakTepun andrepmm (CKpUHUHF)*
20.67. BptowHon Tnd (kay)

20.12. BptowwHon Tnd (n/kon)

20.49. Kangmpa anbbukaHc 1gG (kay)

20.7. Jlam6nvos (cymm. AT, n/kon)

50.5.2105. CTOnBHAYHBIV aHaToKeuH IgG (kor)

20.116. CbinHon Tud (n/kon)

20.48. Tpuxomonunas IgG (ka4)

09.04. AMATHOCTUKA TYBEPKYTNE3HOWM MHOEKLINN
09.04.01.MukpockonmMyeckune nccrieoBaHus

16.15. AHanu3 MoKpoTbl Ha MUkobakTepum TyGepkynesa
09.04.02.Mukpobuonormyeckune nccneaoBaHus

148.0. Moces Ha Ty6epkynes (Mycobacterium tuberculosis)
09.04.03.MNLP-gnarHoctuka

19.32.4. Mwukobakrepun, AHK (Mycobacterium tuberculosis complex, MNLP) mokpoTa, kay.

19.32.3. Mukobaktepumn, IHK (Mycobacterium tuberculosis complex, MNLIP) moua, kau.

19.32.2. Mukobaktepum, AHK (Mycobacterium tuberculosis complex, INLP) cockob, kay.
09.04.04.Ceponorus

20.136. [unarHoctuka Ty6epkynesHon nHdpekummn metogom T-SPOT

20.64. MukobakTepumn Ty6epkynesa (cymm. AT, kay)

10.MMMYHONOIM'MYECKME NCCITEQOBAHUA
10.00.01.OCHOBHbIE CKPUHHWUHIOBbLIE NaHeNn

17.51. "'yMoparnbHbIi UMMYHUTET (UMMyHOrnoGynuHsl IgA, IgM, IgG, IgE, unpkynupytoLme
MMMYHOKOMIEKCbI, KOMMOHEHTbI komnnemeHTa C3, C4) MK

27.960. MMMyHHBIN cTaTyc (CKpuHUHS) (ParoumntapHas akTUBHOCTb NIEMKOLMTOB, KNETOYHbIN
UMMYHUTET, UMMYHOINo6ynrH (komnnekc ) MK

17.61. MMMyHHBIN cTaTyc pacumperHbii MK

17.50. KneTtouHblt uMMyHUTET (T-numdoumnTbl, T-xennepbl, T-LUUTOTOKCUYECKUNE KNETKM,

MMMmyHoperynaTopHbin nHaeke, B-numdountbl, NK-T-knetkn, NK-kneTku, llenkoumTtapHas

10.00.02.[JononHnUTENbHbIE KOMMITEKCHI

17.54. AKTMBUpPOBaHHbIE NUMAoLuTbI (T-numMmdounTsl, T-xennepsl, T-UMTOTOKCUYECKME KIETKHN,
MMMYHOPErynsaTOpHbI MHAeKE, T-akTnBmpoBaHHble, NK- 1 B-akTuBMpoBaHHbIE KIETKU
17.47. MIMMyHOperynsaTopHbI MHAEKC AMsi OLLEHKM MMMYHHOrO cTaTtyca 1 adeKTMBHOCTH Tepanum
(MMMYHOPErYNATOPHBIN 1
17.43. MccneposaHnune cybnonynsaumu B-numdcountos
(CD19+CD5+, CD19+CD5-, CD19+CD5-CD27+)
17.44. KneToyHble peuenTtopbl NMMAONAHON TKaHN
ap-T nyd-T:

(CD3+aB-TcR+vd-TcR, CD3+vd-TcR+aB-TcR-)
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17.42. OueHka CcoCTosiHWUSA T-KNeTo4HOro 3BeHa ummyHuteta: (T-numdountsbl (CD3+CD19-), T-

xennepbl (CD3+CD4+CD45+), T-uutoTokc. (CD3+CD8+CD45+), T-reg. (CD4+CD 3 4070

17.56. PaHHsasa aktuBaumsa T-kneTok n T-perynaTopHble nMMmdoumnTbl 3 1730
17.53. LInTokmHbI (hakTop Hekpo3a onyxonu, uHTepnernknH-10, nitepneriknH-6) MK 7 5420

10.00.03.MHanBMAaYyanbHble MMMYHOSOMMYECKNe TeCTbI
50.13.2007. MMmyHornobynuH IgA. 1 280
17.2. MmmyHorno6ynuH IgE obwwmn 1 440
50.13.1385. MmmyHornobynuH IgG 1 280
50.12.1385. MmmyHorno6ynuH IgM 1 280
17.1. MmmyHornobynuHel IgA, IgM, IgG_MK 1 670
17.37. MHTepneikuH 1 6eTa 7 1940
17.40. WHTepnenkuH 10 7 1940
17.38. VHTEpnenknH 6_ 1 1940
17.39. WHTepnenkuH 8 7 1940
50.10.1385. KoMnoHeHT komnnemeHTa: C3 1 360
50.11.1385. KomnoHeHT komnnemeHTa: C4 1 360
17.5. KomnoHeHTbl komniemeHTa C3, C4_MK 1 650
17.57. JlenkountapHo-T-nMMdOLMTapHbIN NHOEKC 3 120
17.58. JIMN Kanbd-Kanuda 1 120
17.9. OnpepeneHve nHTepdepoHoB ("anbda”, "ramma", CbIBOPOTOYHbINA, CMOHTaHHbIN) 14 2290
26.189. OnpepeneHne HeonTepuHa 14 1690
17.4. Copepxanne LMK IgG, IgM 8 1220
17.60. T-xennepbl (CD3+CD4+) 3 1500
17.6. darouutapHas akTMBHOCTb NIEAKOLIMTOB 1 1080
17.41. PHO/TNFa (dPakTop Hekposa onyxosnu) 7 1940

10.00.04.4YyBCcTBUTENLHOCTL K Npenapatam MHTepdepoHa (HadHadvaTb TONbKO BMECTE C

uccneg.onpegeneHne nHTepdhepoHoB)
17.13. "ammadpepoH (MHrapoH) 14 580
17.14. WHTpOH 14 580
17.16. PeanbanpoH 14 580
17.15. PeadepoH (BudpepoH) 14 580
17.17. PodepoH 14 580

10.00.05.4yBCTBUTENBHOCTb K MHAYKTOPaM MHTEPGepoHa (HasHayaTb TONbKO BMECTE C

nccnep.onpegeneHne nHTephepoHoB)
17.22. AMUKCUH 14 580
17.25. Karouen 14 580
17.23. HeoBup 14 580
17.24. LinknodepoH 14 580

10.00.06.4yBCTBUTENBHOCTL K UMMYHOMOAYNSATOPaM (Ha3Ha4vaTb TONbKO BMECTE C UCCNea.

onpegeneHve nHTepdhepoHoB)
17.27. [anaBuT 14 580
17.28. "enoH 14 580
17.29. MmmyHan 14 580
17.31. VIMMyHOMaKC 14 580
17.36. MmyHopuKe 14 580
17.30. MmyHodbaH 14 580
17.32. Jnkonua 14 580
17.33. [MonuokcnaoHun 14 580
17.34. TakTuBuWH 14 580
17.35. TumoreH 14 580

11.AYTOUMMYHHAA ONATHOCTUKA

11.00.01.lLnTtoBMaHan xenesa
26.3. AT k peuentopam TTT (kon.) 1 1640
26.40. AT-MAI (aHTMTENa K MMKpOCOMarbHON cbpakuum TMpounToB) (Kon.) 5 610
26.1. AT-TT (kon.) 1 530
26.2. AT-TMO (kor.) 1 460

11.00.02.Moaxenyno4vHas xxenesa
26.183. AHTUTENa K OCTPOBKOBbIM KreTkaMm nogxenynoyvHoin xenesbl (ICA) metogom HPUD (n/kon.) 14 1490
26.82. AHTUTENa K TMpo3uH cdocdaTtase (1A-2) 14 1680
26.30. AT - GAD (kon.) 8 1720
26.29. AT k 6eTa-kneTkam Nogxenyao4Hon xenesbl (kor.) 8 1490
26.28. AT K MHCYNUHYy (Kor.) 2 1150
26.176. AT K OCHOBHbIM aHTUreHam OCTPOBKOBbIX kneTok (GAD/IA-2) 14 1690
26.201. AT K 3K30KPMHHOW YacTu NogXenyao4Hom xenesbl (n/kor.) 14 1280

11.00.03.Cepaue
26.161. AHTMTENa K MMoKapay € onpeferieHnem Tmna CBeyeHus 14 1050

11.00.04.TpomGoumToneHms
26.162. AHTuTEna k Tpombountam, metog HPUD 14 3090

11.00.05.AHTUhOCHONUNNAHBIN CUHOPOM
50.21.2181 AHTMTEna K aHHekcuHy V IgG 8 1450
50.20.2181 AHTUTENA K aHHeKCKHY V IgM 8 1450
26.6. AT K kapavonunuHy (ckpuH. 1gG, IgM, IgA) 2 1380
50.1.2202. AT k kapauonunuHy IgA (kon) 14 1380
26.8. AT Kk npoTpoMbuHy (ckpuH. IgG, IgM, IgA) 2 830
26.5. AT k dpocchonmnuaam IgG (kon.) 2 950
26.4. AT k docdonunugam IgM (kon.) 2 950
50.4.1289. AT k dC-npoTpombuHoBomy komnnekcy (PS-PT), IgG u IgM 14 680

11.00.06.AyTOMMMYHHBIN renatut
26.163. AHTUTENa K MUKpocomam nedeHu-noykn (LKM-1) metogom HPU® Ha TpoiHom cybeTpaTte 14 1550

50.4.1385. AHTUTENa K LMTOMIa3MaTU4ECKOMY aHTUTEHy NeYveHm 8 1450



26.127.

26.184.
20.167.
50.24.2181

26.26.
26.27.
26.196.
26.197.

50.25.2181.
50.26.2181.

26.165.

26.11.
26.200.
26.205.
26.10.
26.12.

26.21.
26.18.
26.20.
26.19.

26.9.
50.13.2181

50.4.2215.
26.182.
26.203.
26.202.
26.23.
26.22.
26.25.
50.2.2215.

26.44.

26.13.

26.7.

26.14.
26.15.
26.16.
26.17.

26.170.
26.24.
50.23.2181
26.198.

26.41.
26.39.
26.31.
26.171.
26.195.
50.27.2181

50.51.2181
50.22.2181
26.191.
26.192.
26.33.
26.174.
26.175.
26.204.

26.34.
26.160.
26.81.
26.35.
26.206.
26.207.
26.115.
26.114.

26.177.
26.180.
26.181.

AT K aHTUreHam ayTOMMMYHHbIX 3a6onesanuin nevyeHn (PDC-AMA-M2, M2-3E, SLA/LP, LC-1,

LKM-1, Sp-100, PML, gp210, Ro-52)

AT Kk acvanornMkonpoTenHoBomy peuenTopy (aHTU-ASGPR)

AT k rnagkon myckynatype (ASMA) (n/kon.)

OnpepeneHne copgepxaHusa nogknacca IlgG4
11.00.07.Lenvakus

AT k rmnaguHy IgA (kon.)

AT k rnnaguny 1gG (kon.)

AT Kk AesamuanpoBaHHbIM NenTunaam rmmaguHa IgA

AT k gesamuanpoBaHHbIM NentTugam muaauHa IgG

AT K TkaHeBOW TpaHcrnyTamuHase, IgA (kon.)

AT K TkaHeBOM TpaHcrnyTamuHase, 1gG (n/kon.)

AT k aHgomumauio IgA n IgG (EMA) (kay.)
11.00.08.CuctemHas kpacHasi BOn4aHka

AT k gBycnupanbHon JHK (kon. IgG)

AT k geycnupansHon [HK Ha Crithidia lucilia, noaTsepxgeHne HPU® (n/kon.)

AT k numcpountam (n/kon.)

AT k ogHocnupanbHon OHK (kon. 1IgG)

AT Kk aKcTparnpoBaHHbIM aaepHbiM AlM (n/kor.)
11.00.09.CuctemHas cknepogepmums

AHTUUeHTpomepHble AT (kon. IgG)

AT k aHTurery Scl-70 (kon. IgG)

AT Kk Hykneocomam (kon. IgG)

AT k untonnasmartuyeckomy Al Jo-1 (kon. IgG)
11.00.10.AyToMmMMyHHble 3aboneBannsa XXKT

AHTMHyKneapHble AT (kon. IgG)

AHTUHYKNeapHbI hakTop Ha kneToyHon nuHun HEp-2 ¢ onpepeneHvem 6 TMNOB CBeYEHUS

AT k Saccharomyces cerevisiae (ASCA) IgA

AT k Saccharomyces cerevisiae (ASCA) IgG

AT k aHTureHy GP2, IgG u IgA (npu 6one3Hun KpoHa) (kor.)
AT k 6oKkanoBUAHbIM KreTkam KuweyHvka (n/kor)

AT K BHYTPeHHeMY chakTopy (Kors.)

AT K MuToxoHapusam (kon. IgG)

AT k napueTanbHbIM KneTkam (kon. 1gG)

MMMyHOBNOT aHTUHYKNeapHbIx aHTuTen (aHtureHsl Sm, RNP/Sm, SS-A (60 k[Ja/52 k[a), SS-

B, Scl-70, PM-Scl, PCNA, CENT-B, Jo-1, dsDNA/rucToH/, Hykneocomsl, Rid

KanbnpoTekTuH B kane
11.00.11.JlekapcTBEHHasn BoN4YaHka

AT k ructoHam (kon. 1gG)
11.00.12.Mapkepbl ayTOMMMYHHbIX 3aboneBaHui, accoLmmnpoBaHHbix ¢ CKB

AT k 6eTa-2-rnmkonpoTeunHy (ckpuH. IgG, IgM, IgA)

AT k yutonnasmatmyeckomy Al' SS-A (RO) (kon. IgG)

AT k yutonnasmartuyeckomy Al" SS-B (La) (kon. IgG)

AT k akcTparnpyemomy sgepHomy AlC Sm (kon. 1gG)

AT k akcTparupyembim sgepHbiM AT RNP\Sm (kon. 1gG)
11.00.13.AyTOMMMYyHHbIE 3a60reBaHWs NoYeK

AHTUTENa K peuenTopy docdonmnassl A2 (MeMOPaAHO3HBIN FMOMEPYoNodpuUT)

AT k 6a3anbHoi MembpaHe rinomepyrnsipHoro annapata (kon. IgG)

AT k C1qg dakTopy KOMMnemMeHTa

AT Kk cTepounanpoayLmpyowmm knetkam HagnovevHuka (ACTIK) (n/kon.)
11.00.14.MonoBas cihepa

AHTUCNEepMarbHble aHTUTena B LepBUKaNbHOM Crnan, CyMM. (kau.)

AHTucnepmanbHble AT (B cnepme, Kor.)

AHTUCcnepmanbHble AT (kon.)

AHTuTena k Xrd IgG, IgM (n/kon.)

AT k cTepona-npogyumpyrowimm knetkam amdka (ACKI1-Testis)

AT Kk cTepona-npoayumpyroLmMm knetkam smdyHuka (ACKM-Ovary)
11.00.15.CrctemHble BacKynuTbl

AHTUHEeNnTpodunbHble uuTonnasmatudeckme aHtntena, IgG (ANCA), Combi 6

AT k kneTkam cocyaucrtoro aHgotenusa (HUVEC)

AT k muenonepokcuaase (aHTU—MIO)

AT k npoteunHase-3 (aHTu-NP-3)

AT k untonnasme Hevitpocunos (AHLA) (n/kon. IgG)

AT k uutonnasme HenTpodunos (AHLA) IgA

AT k untonnasme Hevitpodunos (LAHUA/MAHLIA) IgG meTogom HPUD

[MnKo3MnNupoBaHHbIN HEPPUTUH (QUarHoCcTMKa cCuHApomMa MakpodaranbHON akTMBaLmnn)
11.00.16.PeBmaTonaHbIi apTput

AHTU-MCV (AHTUTENa K LMTPYNAMHUPOBAHHOMY BUMEHTUHY) (kon. IgG)

AHTUKepaTMHOBbIE aHTUTeNa

AHTUNEPUHYKNeapHbI hakTop

AHTuTena CCP (AHTUTENna K UMKIIMYECKOMY LIMTPYISIMH cogepxallemy nentuay) (kon.)

AT k Sa-aHTuUreHy

AT peBmartoungHoro dakropa, IgA

Kpuctannsl MoHoypaTta HaTpusl 1 nupodocdaTa Kanbums (CMHOBUAnbHas XXMOKOCTb)

OnuromepHbIn MaTpuKcHbIN 6enok xpswa (COMP) (guarHoctvka octeoapTposa)
11.00.17.3aboneBaHust KOXu

AT k 6asanbHo MembpaHe Koxu metoaom HPUD

AT k 6enky BP 180

AT k 6enky BP 230
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3400

1690
1490
1570

1380
1380
990
990
1380
1380
1390

650
1000
1500

850
1260

1050
750
1250
950

820
1320

1070
1070
1900
1600
1330
1480
1630

4 650
2430

850

850
850
850
850
850

2750
1690
1210
1210

800
1350
970
800
1670
1670

2710
1680
1200
1200
1900
1100
1390
1610

1490
2180
1060
1400
1490
1200
1680
2460

1900
2250
2200



26.178.
26.179.
26.173.

26.166.

26.168.
26.169.
26.210.
26.208.
26.188.
26.209.
26.117.
26.116.
26.167.

26.118.
26.121.
26.120.
26.119.

26.187.

26.66.
26.111.

26.77.
26.52.
26.112.

26.76.

26.186.

26.63.
26.60.
26.71.
26.79.
26.185.

26.74.
26.54.
26.58.
26.68.

26.53.

26.55.

26.67.
26.78.
26.56.
26.62.

26.61.
26.72.

26.75.

26.73.
26.73.1.
26.59.
26.65.

26.64.
26.70.
11.14.
11.14.1.
50.19.2181
26.57.
26.80.
26.80.1.
50.28.2181
26.69.
26.51.
26.51.1.

41.515.

AT Kk gecmorneunty 1
AT k gecmornenHy 3
AT k gecmocomam Koxu metogom HPU®

11.00.18.Capkongo3

AKTUBHOCTb aHIMOTEH3VH-NpeBpaLLatoLLero hepMeHTa (guarHocTvka capkougosa)

11.00.19.HeBponoruyeckre ayTouMMyHHble 3aboneBaHusi

AHTUTena K aueTunxonuHoomy peuentopy (AxP)

AHTUTENa K cKeneTHbIM Mbiwuam (ACM)

AT «k kanueBbiM kaHanam (LGI1 n CASPR2) (n/kon.)

AT k MUSK peuentopy

AT k NMDA rrtotamaTHOMY peLenTopy

AT K aHTUreHam MuenvHa MeToaoM HenpsiMon MMMyHodnroopecueHunn (M/Kors.)
MHpaekc anbbymuHa (npoHuudaemoctb [OB) (NMnkBop 1 KpoBb)

OnuroknoHanbHbI UMMYHOF06YWH IgG (TMKBOP 1 KPOBb)

OnpepeneHue akeanopuHa - 4 (NMO) knacca IgG

11.00.20.Cuctema komnnemeHTa

1gG-nMmmyHHbIE KoMnnekebl (MeToa cesasbiBaHus ¢ C1q (C1g-1gG)

AyTOMMMYHHasi UMMYHOKOMMeKCHasi natonorusi (komnnemeHt CH-50 n C1Q-1gG-UK)
MHrmbumTtop C1INH (guarHoctvka KpanvBHULbI U @HTMOHEBPOTUYECKOTO OTeKa)
ObLwasn remonuTuyeckas cnocobHocTb cbiBopoTku (CH-50)

11.00.21.KomnnekcHas gnarHocTvka ayTOMMMYHHbIX U CUCTEMHbIX 3a601eBaHUN

AHTWHeNnpoHanbHble aHTuTena (AHTn-Yo1, Hu, Ri, PNMA2 (Ma2/Ta), CV2, Amdurcusmr),
AMarHoCcTuka napaHeonnacTuYecknx aHuedanMTos

AHTMHENTpodUIbHblE aHTUTENa

AHTUHYKNeapHble aHTUTena npu cknepogepmun (Scl-70, CENP A, CENP B, RP 11, RP 155,
dumbpunnapuH, NOR 90, Th/To, PM-Sc 100, PM-Scl 75, Ku, PDGR, Ro-52) n

AHTUTENa K kapanonunuHy knaccoe IgG u IgM

AHTUTENa K OCHOBHbIM aHTUreHam CKB (aHTutena k ocHK n Hykneocomam)
AHTudochonmnuaHsle aHtuTena (AT 6eTa-2-rnmkonpoTtenHy IgM, IgG, aHHekcuHy V IgM, IgG,
npoTpomouHy IgM, IgG, KI,dC, X, ®U, ©K, CP), nmmyHobnoT

AHTudochonmnuaHsle aHTuTena (AT k kapguonunuaam IgM u IgG, aHHekcuHy V (A5) IgM n
19G, 6eTa-2-rnukonpoTeunHy IgA, IgM, 19G, PC-npoTpoMOEMHOBOMY KOMMIIEKCY

AT npu nonumuosute: AT k Mi-2, Ku, PM-Scl100, PM-Scl75, SRP, aHTucMHTeTasHble
aHTuTena (Jo-1, PL-7, PL-12, EJ, OJ) n aHTuTena k Ro-52

BbisiBneHve aHTuTen K peTukynuHy knaccos IgG u IgA

[narHoctuka aytonMmmyHHoro nopaxenusi novek (AHUA, BMK, AH®)

OunarHocTtuka 6eicTponporpeccupytowero rmomepynoHedputa (AHUA n aHtutena k BMK)
[unarHoctuka BocnanuTenbHbiX Muokapauonatui (Mio n AMA)

[narHocTuka BocnanuTenbHbiX NonuHeBpuToB (AT k raHrnmosvgam GM1,GM2, GM3, GM4,
GD1a, GD1b, GD2, GD3, GT1a, GT1b, GQ1b, cynbdatnay) IgG/IgM

[narHoctuka BTopuy4HOro aHTudgocdonmnmuaHoro cuigpoma (AKIT n AH®)

[unarHocTtuka rpaHyrnemMaTosHbix Backynutos (AH® n AHLIA)

[narHoctuka nysbIpHbIX AepMaTo30B (ayToaHTUTENa K aHTUIreHam KOXM)
OnddepeHumansHas gnarHoctuka 6onesHn KpoHa u siaseHHoro konuta (AHLA 1gG n ASCA
1gA)

Komb6uHupoBaHHoe obcrnegoBaHune npy BocnanuTenbHbix 3aboneBaHusix kuweyHuka (AHLUA
19G/IgA, ASCA (IgG/IgA), AT k npoTokam pancreas, AT K 60KanoBuaHbIM KneTka
KomnnekcHbI TecT AMarHOCTUKM pacCesiHHOTO ckrepo3a (onmroknoHanbsHbIn IgG n
CBOGOHbIE NErkne Lieny MMMYHOrobyMHOB B NIMKBOPE)

O6cnenoBaHune Npy BONMYaHOYHOM Hedbpute

O6cneposanue npu CKB (AH®, acHK 1 AKI)

MonHoe ceponoruyeckoe obenenosaHune npu uenvakum (ASA, TTI, APA, ArA)
PasBepHyTas gnarHoctuka aHTudocdonunuaHoro cuHapoma (AH®, aHtutena kK
kapavonunuHy 1gG/IgM, 6eTa2 rnukonpotenH IgGAM)

Pa3BepHyTasa ceponorus ayTouMMyHHbIX 3abonesaHuii neyeHm

Pa3BepHyToe obcrnenoBaHune Npyu NonuMHEBpUTaXx (CKPUHUHE NapanpoTtenHa, AH®, AHLIA,
ENA, aHTn-GM1, GD1b, GQ1b)

Pa3BepHyTOe ceponormyeckoe obcnenoBaHne npu NoNIMMMUo3nTe ¢ kommeHTapunem (AH®,
ENA, aHTn-Mi-2, Ku, Pm-Scl, Jo-1, PL-7, PL-12)

CBoboaHble nerkue kanna n nambaa Lenv MmMyHornobynvMHoB (pa3oBasi Mo4va)
CBobogaHble nerkue kanna n nsMéaa uenu UMMyHOrno6ynmHoB (CyTovHas Moya)
CBoboaHble nerkue kanna/naméaa uenv MMMYHOroOyNIMHOB B CbIBOPOTKE KPOBU
CBobogHble nerkue nsmbaa/kanna uenv MMMyHorrnobynvHoB B LepebpocnuHansHom
XNOKOCTW

CKPWHUHI ayTOMMMYHHOTO nopaxeHus nedeHn (AH®, AMA, ATMA, LKM, ANKXK)

CKpUWHUWHI 6ornesHen coeamHuTenbHoln Tkain (AH® n ENA-ckpuH)

CkpuHUHr M-I'paguenTa (6enka beHc-[xoHca) (pa3oBasi Moya)

CkpuHuHr M-I'pagueHTa (6enka beHc-[xoHca) (cyTouyHas mo4a)

CKPUHWHI napanpoTenHeMUIA B CbIBOPOTKE KPOBW C MOMOLLIbIO UMMYHOUKCaLIMK

CkpuHuHr uennakum (AAT IgG n TTI2 IgA)

TunupoBaHune M-rpagueHTa (6enka beHc-[xoHca) (pa3oBasi Mo4a)

TunupoBaHne M-rpagneHTa (6enka beHc-[xoHca) (CyTouHas moya)

TvnupoBaHve napanpoTenHa B CbIBOPOTKE KPOBM C MOMOLLbI0 UMMYHOMMKCaLUN
YTo4HeHue anarHosa uenvakum (ASA n TTI)

OnekTpodope3 6enkoB Moy C onpeaesnieHnem T1na NpoTenHypun (pasosas Moya)
OnekTpodhopes 6enkoB MouM C onpederieHnem Tuna NPoTENHYpUK (CyTovHas Moya)

12.JMATHOCTWVKA ANNEPT N
12.01. TEXHONOI'MA IMMUNOCAP

12.01.01.1 STATI NepBrYHbIE TECTLI HA ANNEPrUto (CKPUHWUHI)
AJTNEPIOYUIN ISAC (112 anneprokoMnoHEHTOB 13 51 UCTOYHMKA annepreHoB)
(ImmunoCAP)
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1310
1520
1750
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3560
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1680
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3750

1360
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2530

5410

3080
2430
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2270
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1860
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5570

3710
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1040
1040
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1060

3150
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1660
1660
2 050
2200
3 640
3 640
3990
2820
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1600

25500



41.515.1.

40.10.

40.2.

40.3.

40.5.

40.39.
40.40.
40.1.

40.15.

40.16.

40.57.
40.58.
40.7.
40.33.
40.34.
40.35.
40.36.
40.65.
40.63.1.
40.63.
40.64.1.
40.64.

41.48.
41.19.
41.7.
41.17.
40.324.
41.11.
41.5.
41.1.
41.9.
41.3.
41.15.
41.13.
41.173.
41.174.
41.473.
41.183.
41.184.
41.283.
41.284.
41.181.
41.182.
40.343.
40.197.
40.350.
40.352.
41.185.
41.186.
41.87.
41.88.
41.443.
41.108.
41.104.
41.243.
41.244.
41.447.
40.337.
41.189.
41.190.
41.187.
41.188.
41.463.
41.105.
41.106.
41.379.
40.292.
41.113.
41.114.
41.199.
41.200.
41.279.

AJTNEPIOYUI ISAC (112 anneprokoMnoHEHTOB 13 51 UCTOYHMKA annepreHoB)
(ImmunoCAP)

Cwmechb annepreHoB NULLY (ANYHbIV Benok, MOMOKO KOPOBbE, TPecka, MLUeHNYHas Myka,
apaxuc, cosl) IgG (FX5, ImmunoCAP)

Cwmecb annepreHoB NULLM (AN4HbIA Bernok, MonoKo, Tpecka, MileHuua, apaxuc, cos) IgE
(FX5, ImmunoCAP)

Cmecb 6bITOBbIX annepreHoB (gomaluHsisa nbinb (Hollister-Stier), D. pteronyssinus, D.
farinae, Blatella g

Cwmecsb rpubkosbix annepreHoB (Penicillium notatum, Cladosporium herbarum, Aspergillus
fumigatus, Alternaria alternata) IgE (MX1, InmunoCAP)

CmMechb 3naKkoBbIX: NweHuua, poxb, s4MeHb, puc IgE (FX20, ImmunoCAP)

CmMecb 3MaKoBbIX: MeHuUa, poxXb, s4meHb, puc IgG (FX20, ImmunoCAP)

Cmecbh Mmukpockonuyeckux rpubos (Penicil. notatum, Cladosporium herbarum, Asper.
fumigatus, Candida a

Cmecb MOpenpoayKTOB: Tpecka, KpeBeTka, CUHAS Muaus, TyHeu, nococs IgE (FX2,
ImmunoCAP)

Cmecb MOpenpoayKTOB: Tpecka, KpeBeTKa, CUHASA Muaus, TyHew, nocock IgG (FX2,
ImmunoCAP)

CmMecb MSICHBIX MPOAYKTOB: CBUHMHA, roBsavHa, kypuua IgE (FX73, ImmunoCAP)
CMecCb MSICHbIX MPOAYKTOB: CBUHMHA, roBsiamHa, kypuua lgG (FX73, ImmunoCAP)
Cmecb nepbeB NTULL: Tycs, Kypuubl, yTku, nHaevikv Ige (EX71, ImmunoCAP)

Cwmeck dopykToBasi Ne1: anenbcuH, s16noko, 6aHaH, nepcuk IgE (FX15, ImmunoCAP)
Cwmecb dppyktoBas Ne1: anenbcuH, s6noko, 6aHaH, nepcuk IgG (FX15, ImmunoCAP)
Cwmecb chpykToBas Ne2: s6noko, 6aHaH, rpywa, nepcuk IgE (FX17, ImmunoCAP)
Cwmecb dppykToBas Ne2: a6noko, 6aHaH, rpywa, nepcuk IgG (FX17, ImmunoCAP)
TpunTasa (ImmunoCAP)

dagnaton (ImmunoCAP)

dagnaton IgE (ImmunoCAP)

®agmnarton getckuii (ImmunoCAP)

dagnaton getckuii IgE (ImmunoCAP)

12.01.02.2 STAI BbisiBNeHne MHAMBUAYaNbLHOIO annepreHa

Alternaria alternata IgE (M6, ImmunoCAP)
Aspergillus flavus IgE (M228, ImnmunoCAP)
Aspergillus fumigatus IgE (M3, ImmunoCAP)
Aspergillus niger IgE (M207, ImmunoCAP)
Botrytis cinerea IgE (M7, ImmunoCAP)

Candida albicans IgE (M5, InmunoCAP)
Cladosporium herbarum IgE (M2, ImmunoCAP)
Helmintosporium halodes IgE (M8, ImmunoCAP)
Mucor racemosus IgE (M4, ImmunoCAP)
Penicillium notatum IgE (M1, ImmunoCAP)
Pityrosporum orbiculare IgE (M70, ImnmunoCAP)
Rhizopus nigricans IgE (M11, InmunoCAP)
Abpwukoc IgE (F237, ImmunoCAP)

Abpukoc IgG (F237, ImmunoCAP)

AM6po3ust Beicokas IgE (W1, ImmunoCAP)
AnenbcuH IgE (F33, ImmunoCAP)

AnenbcuH IgG (F33, ImmunoCAP)

Apaxuc IgE (F13, ImmunoCAP)

Apaxuc IgG (F13, ImmunoCAP)

Apbys IgE (F329, ImmunoCAP)

Apbys IgG (F329, ImmunoCAP)

AcTtma v puHuT y B3pocnbix IgE (ImmunoCAP)_MK
AcTtma u puHuT y geteit IgE (ImmunoCAP) MK
Ba3soBbif komnnekc ans B3pocnbix IgE (ImmunoCAP)_MK
BasoBbin komnnekc anst getent IgE (ImmunoCAP) MK
BaHaH IgE (F92, ImmunoCAP)

BaHaH 1gG (F92, ImmunoCAP)

Benok snyHbivi IgE (F1, ImmunoCAP)

Benok anynHein IgG (F1, ImmunoCAP)

Bepesa IgE (T3, ImmunoCAP)

Bo6bl coeble IgE (F14, ImmunoCAP)

Bo6bl coeBble IgG (F14, ImmunoCAP)
Bpokkonu IgE (F260, ImmunoCAP)

Bpokkonu 1gG (F260, ImmunoCAP)

Byk IgE (T5, ImmunoCAP)

BbiToBble anneprens! IgE (ImmunoCAP)_MK
BuHorpag IgE (F259, ImmunoCAP)

BuHorpag IgG (F259, ImmunoCAP)

Buwhs IgE (F242, ImmunoCAP)

BuwHs 1gG (F242, ImmunoCAP)

Bsas IgE (T45, ImmunoCAP)

mioteH IgE (F79, ImmunoCAP)

nioteH 1gG (F79, ImmunoCAP)

loBsgwmHa IgE (F27, ImmunoCAP)

oBsigmHa 1gG (F27, ImmunoCAP)

lopox IgE (F12, ImmunoCAP)

opox IgG (F12, ImmunoCAP)

"penndpyT IgE (F209, ImmunoCAP)
MpenndpyT IgG (F209, ImmunoCAP)

"peukunin opex IgE (F256, ImmunoCAP)
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1210

1210

1050

1210
1210

1210

950

950

1210
1210
1210
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1050
1210
1210
2370
1710
1710
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4300
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41.280.
40.334.
40.332.
41.191.
41.192.
40.356.
41.391.
41.393.
41.295.
41.296.
41.449.
41.193.
41.194.
41.383.

41.85.
41.86.

41.451.
40.323.
40.325.
41.115.
41.116.
41.151.
41.152.
41.153.
41.154.
41.233.
41.234.
41.261.
41.262.
41.201.
41.202.
41.439.

41.25.
41.27.
41.23.
41.37.
41.77.

41.771.
41.409.
41.465.
41.289.
41.290.
41.483.
41.207.
41.208.
41.139.
41.140.
41.109.
41.110.
41.481.
41.445.
41.213.
41.214.
41.469.
41.167.
41.168.
41.263.
41.264.
41.219.
41.220.
41.215.
41.216.
41.221.
41.222.
41.269.
41.270.

41.73.
41.74.
41.71.

41.600.
41.259.
41.260.
41.411.

41.89.
41.90.
41.97.
41.98.
41.95.
41.96.

41.101.

"peukmin opex IgG (F256, ImmunoCAP)

"pnbkoBble annepreHsl (pacwmperHas) IgE (ImmunoCAP) MK
"pnbkoBble anneprenbl IgE (ImmunoCAP)_MK

pywa IgE (F94, ImmunoCAP)

pywa IgG (F94, ImmunoCAP)

Ons geten nepea BakumHaumen IgE (ImmunoCAP) (komnnekc) MK
HomawHsas neinb (Greer Labs.Inc.) IgE (H1, ImmunoCAP)
HomauwwHss nbinb (Hollister-Stier Labs.) IgE (H2, ImmunoCAP)
Hpoxokm IgE (F45, ImmunoCAP)

Opoxoxku IgG (F45, ImmunoCAP)

[y6 IgE (T7, ImmunoCAP)

Obins IgE (F87, ImmunoCAP)

ObiHs IgG (F87, ImmunoCAP)

Exa cbopHas IgE (G3, ImmunoCAP)

XKentok anyHbini IgE (F75, ImmunoCAP)

XKentok anyHein IgG (F75, ImmunoCAP)

MBa IgE (T12, ImmunoCAP)

KaszeuH IgE (F78, ImmunoCAP)

KaseuH IgG (F78, ImmunoCAP)

Kakao IgE (F93, ImmunoCAP)

Kakao IgG (F93, ImmunoCAP)

Kanbmap IgE (F258, ImmunoCAP)

Kanemap 1gG (F258, ImmunoCAP)

Kambana IgE (F254, ImmunoCAP)

Kambana IgG (F254, ImmunoCAP)

Kanycta IgE (F216, ImmunoCAP)

Kanycta IgG (F216, ImmunoCAP)

Kaptodens IgE (F35, ImmunoCAP)

KapTtodens IgG (F35, ImmunoCAP)

Kusu IgE (F84, ImmunoCAP)

Kusm IgG (F84, ImmunoCAP)

Knen siceHenunctHoin IgE (T1, ImmunoCAP)

Knew, gomawHewn nbinv Dermatophagoides farinae IgE (D2, ImmunoCAP)
Knew, gomawHen neinv Dermatophagoides microceras IgE (D3, ImmunoCAP)
Knew, gomawHewn nbinv Dermatophagoides pteronyssinus IgE (D1, ImmunoCAP)
Knew, gomawHen nbinv Euroglyphus maynei IgE (D74, ImmunoCAP)
Ko3be monoko IgE (F300, ImmunoCAP)

Kosbe monoko 1gG (F300, ImmunoCAP)

Komap IgE (171, ImmunoCAP)

Koctep IgE (G11, ImmunoCAP)

Kodbe IgE (F221, ImmunoCAP).

Kodpe IgG (F221, ImmunoCAP).

Kpanuea asyaomHas IgE (W20, ImmunoCAP)

KpacHas cmopoamHa IgE (F322, ImmunoCAP)

KpacHasi cmopoauHa 1gG (F322, ImmunoCAP)

KpeseTku IgE (F24, ImmunoCAP)

KpeseTkn IgG (F24, ImmunoCAP)

Kykypysa IgE (F8, ImmunoCAP)

Kykypy3a IgG (F8, ImmunoCAP)

Jlebepna yeueBnuesmnaHas IgE (W15, ImmunoCAP)
Jlewmna IgE (T4, ImmunoCAP)

Jlumon IgE (F208, ImmunoCAP)

JIumoH IgG (F208, ImmunoCAP)

Jlncoxsoct nyrosown IgE (G16, ImmunoCAP)

Jlococs IgE (F41, ImmunoCAP)

Jlococs 1gG (F41, ImmunoCAP)

Jlyk IgE (F48, ImmunoCAP)

Jlyk 1I9G (F48, ImmunoCAP)

ManwHa IgE (F343, ImmunoCAP)

Manwuna IgG (F343, ImmunoCAP)

MaHngapuH IgE (F302, ImmunoCAP)

MangapuH 1gG (F302, ImmunoCAP)

MacnuHa IgE (F342, ImmunoCAP)

Macnuna 1gG (F342, ImmunoCAP)

Mungans IgE (F20, ImmunoCAP)

MuHgane IgG (F20, ImmunoCAP)

Monoko kunsiueHoe IgE (F231, ImmunoCAP)

Monoko kunsyeHoe IgG (F231, ImmunoCAP)

Monoko kopoBbe IgE (F2, ImmunoCAP)

Monoko kopoBbe IgG (F2, ImmunoCAP)

MopkoBb IgE (F31, ImmunoCAP)

MopkoBsb IgG (F31, ImmunoCAP)

MoTbinb IgE (173, ImmunoCAP)

Myka rpeuHeBast IgE (F11, ImmunoCAP)

Myka rpeyHeBasi IgG (F11, ImmunoCAP)

Myka oBcsiHas IgE (F7, ImmunoCAP)

Myka oBcsiHas 1gG (F7, ImmunoCAP)

Myka nwexunyHas IgE (F4, ImmunoCAP)

Myka nweHnyHas 1gG (F4, ImmunoCAP)

Myka pxaHas IgE (F5, InmunoCAP)
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41.102.

41.99.

41.100.
41.371.
41.372.
41.375.
41.376.
41.381.
41.382.
41.389.
41.385.
41.241.
41.242.
41.485.
41.441.
41.277.
41.278.
41.237.
41.238.

41.51.
41.69.
41.78.

41.223.
41.224.

41.41.
41.45.

40.354.
41.471.
41.475.
41.479.

41.55.
41.91.
41.92.

41.477.
41.127.
41.128.
41.239.
41.240.
41.253.
41.254.
41.377.
40.291.
41.143.
41.144.
41.423.
41.424.
41.145.
41.146.
41.203.
41.204.
41.459.

40.66.
40.67.

41.900.

41.75.
41.76.

41.405.
41.387.
41.265.
41.266.
41.453.
41.155.
41.156.
41.165.
41.166.
41.257.
41.258.
41.121.
41.122.
41.281.
41.282.
41.141.
41.142.
41.285.
41.286.
41.251.
41.252.
40.199.
41.255.
41.256.

Myka pxaHas 1gG (F5, ImmunoCAP)

Myka ssumeHHas IgE (F6, ImmunoCAP)

Myka sumenHas IgG (F6, ImmunoCAP)

Msico nHaeviku IgE (F284, ImmunoCAP)

Msco uHaerikm IgG (F284, ImmunoCAP)

Msico kponuka IgE (F213, ImmunoCAP)

Msco kponuka IgG (F213, ImmunoCAP)

Msico kypuubl IgE (F83, ImmunoCAP)

Msco kypuubl IgG (F83, ImmunoCAP)

MsTnuk nyroson IgE (G8, ImmunoCAP)

OBcsHuua nyrosast IgE (G4, ImmunoCAP)

Orypey IgE (F244, ImmunoCAP)

Orypeu IgG (F244, ImmunoCAP)

OpyBaHuuk IgE (W8, ImmunoCAP)

Onbxa cepas IgE (ImmunoCAP)

Opex Kewsbto IgE (F202, ImmunoCAP)

Opex Kewbto IgG (F202, ImmunoCAP)

Mepeu IgE (F218, ImmunoCAP)

Mepev 1gG (F218, ImmunoCAP)

Mepo rycuHoe IgE (E70, ImmunoCAP)

Mepo kypuupl IgE (E85, ImmunoCAP)

Mepo yTkm IgE (E86, ImmunoCAP)

Mepcuk IgE (F95, ImmunoCAP)

Mepcuk 1gG (F95, ImmunoCAP)

MepxoTb (anutenuit) kowkm IgE (E1, ImmunoCAP)
[MepxoTb cobaku IgE (E5, ImmunoCAP)

Muweas anneprus (6asosas) IgE (ImmunoCAP) MK
MopopoxHuk naHuetToBmaHbin IgE (W9, ImmunoCAP)
MopconHeyvHuk IgE (W204, ImmunoCAP)

MonbiHb IgE (W6, ImmunoCAP)

MomeT BonHucToro nonyranymka IgE (E77, ImmunoCAP)
Puc IgE (F9, ImmunoCAP)

Puc IgG (F9, ImmunoCAP)

Pomawuka IgE (W206, ImmunoCAP)

CapavHa ganbHeBocTovHast IgE (F615, ImmunoCAP)
CapauHa ganbHeBocTovHas IgG (F615, ImmunoCAP)
CaxapHas cekna IgE (F227, ImmunoCAP)
CaxapHas ceekna IgG (F227, ImmunoCAP)

Caekna IgE (F319, ImmunoCAP)

Csekna IgG (F319, ImmunoCAP)

CBuHuHa IgE (F26, ImmunoCAP)

CsuHuHa IgG (F26, ImmunoCAP)

Cenbab IgE (F205, ImmunoCAP)

Cenbpp 1gG (F205, ImmunoCAP)

Cewms nogconHeyvHuka IgE (K84, ImmunoCAP)

Cems nogconHeyvHuka IgG (K84, ImmunoCAP)
Ckymbpusi IgE (F206, ImmunoCAP)

Ckymbpus IgG (F206, ImmunoCAP)

Cnuea IgE (F255, ImmunoCAP)

CnuBa IgG (F255, ImmunoCAP)

CocHa BenmyTtosa IgE (T16, ImmunoCAP)
CTadunnokokKoBbIi 3HTEpOTOKCUH A IgE (M80, ImmunoCAP)
CTadnnoKoKkkoBbI aHTEpOTOKCUH B IgE (M81, ImmunoCAP)
CTadunnokokKoBbIi 3HTEpOTOKCUMH TSST IgE (M226, ImmunoCAP)
CbIBopoTKka kopoBbero morioka IgE (F236, ImmunoCAP)
CbiBOpOTKa kopoBbero moroka IgG (F236, ImmunoCAP)
TapakaH pbixkuii IgE (16, ImmunoCAP)

Tumodpeeska nyrosas IgE (G6, ImmunoCAP)

Tomar IgE (F25, InmunoCAP)

Tomar IgG (F25, ImmunoCAP)

Tononb IgE (T14, ImmunoCAP)

Tpecka IgE (F3, ImmunoCAP)

Tpecka IgG (F3, ImmunoCAP)

Tyneu IgE (F40, ImmunoCAP)

TyHeu IgG (F40, ImmunoCAP)

Teikea IgE (F225, ImmunoCAP)

ToikBa IgG (F225, ImmunoCAP)

®aconeb IgE (F15, ImmunoCAP)

®aconsb IgG (F15, ImmunoCAP)

®ucrawkm IgE (F203, ImmunoCAP)

ductawkm IgG (F203, ImmunoCAP)

®opensb IgE (F204, ImmunoCAP)

®openb IgG (F204, ImmunoCAP)

®PyHayk IgE (F17, ImmunoCAP)

®yHayk IgG (F17, ImmunoCAP)

LiBeTHas kanycTa IgE (F291, ImmunoCAP)

LiseTHas kanycta IgG (F291, ImmunoCAP)
Llennakus IgE (ImmunoCAP)_MK

YecHok IgE (F47, ImmunoCAP)

YecHok IgG (F47, ImmunoCAP)
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41.319.
41.320.
40.340.

41.62.
41.47.
41.65.

41.231.
41.232.
41.399.
41.395.

41.83.
41.84.

41.455.
41.457.

40.270.
40.271.
40.211.
40.215.
40.212.
40.213.
40.214.
40.289.

40.365.
40.366.
40.364.
40.367.
40.311.
40.306.
40.316.
40.321.
40.345.
40.310.
40.349.
40.357.
40.358.
40.359.
40.360.
40.304.
40.305.
40.346.
40.347.
40.302.
40.315.
40.303.
40.307.

40.301.
40.300.
40.348.
40.308.
40.309.
40.318.
40.319.
40.361.
40.363.
40.362.

25.91.
25.37.
25.95.
25.99.

25.103.

25.59.

25.133.
25.134.
25.137.
25.138.

25.61.

25.129.
25.130.
25.125.
25.126.

25.47.

25.141.
25.142.

25.57.

Yununckuii nepey IgE (F279, ImmunoCAP)
Yunuickuin nepey IgG (F279, ImmunoCAP)
Ok3ema IgE (ImmunoCAP)_MK
Snutenun kponuka IgE (E82, ImmunoCAP)
Onutenun mopckon ceuHku IgE (EB, ImmunoCAP)
Snutenun xomsika IgE (E84, ImmunoCAP)
Abnoko IgE (F49, ImmunoCAP)
A6noko IgG (F49, ImmunoCAP)
An ocbl 0bbikHOBeHHOM IgE (13, ImmunoCAP)
An nyensl gomawHen IgE (11, ImmunoCAP)
Ao IgE (F245, ImmunoCAP)
Anuo 1gG (F245, ImmunoCAP)
AceHb amepukaHckun IgE (T15, ImmunoCAP).
AceHb Bbicokuii IgE (T25, ImmunoCAP)
12.01.03.3 OTAI OnpeaeneHve anneprokoMMOHEHTOB
12.01.03.3.1.IMporHo3 adpdektmsHocTn ACUT
AINNEPTUA HA KOWKY IgE (ImmunoCAP)_MK
ANNEPIUA HA COBAKY IgE (ImmunoCAP)_MK
ANNEPTUA HA ANLO IgE (ImmunoCAP)_MK
Amb6posus - ana ACUT IgE (ImmunoCAP) MK
BeceHHue nepeBbsi (bykouseTHble) - ans ACUT IgE (ImmunoCAP) MK
3nakoBble TpaBbl - Ansg ACUT IgE (ImmunoCAP) MK
MonbiHb - ans ACUT IgE (ImmunoCAP) MK
CopHble TpaBbl - anst ACUT IgE (ImmunoCAP) MK
12.01.03.3.2.MoHuTopuHr acppekTnBHoctn ACUT
Tumodeeska nyrosas rPhl p1, rPhl p5b 1IgG (G213, ImmunoCAP)
Am6po3msa nAmb a1 IgG (W230, ImmunoCAP)
Bepésa rBet v 1 PR-10 IgG (T215, ImmunoCAP)
MonbiHb nArt v1 IgG (W231, ImmunoCAP)
Alternaria alternata rAlt al Igg (M229, InmunoCAP)
Tumodbeeska nyrosas rPhl p1, rPhl p5b IgE (G213, ImmunoCAP)
AnbbymunH cbiBopoTkM Kkowwiku nFel d2 IgE (E220, ImmunoCAP)
AnbbymuH cbiBopoTkM cobakm nCan f3 IgE (E221, ImmunoCAP)
Anbda-nakranbbymuH IgE (F76, ImmunoCAP)
Am6po3unsa nAmb a1 IgE (W230, ImmunoCAP)
Apaxwuc rAra h1 IgE (F422, ImmunoCAP)
Apaxwuc rAra h2 IgE (F423, ImmunoCAP)
Apaxuc rAra h3 IgE (F424, ImmunoCAP)
Apaxwuc rAra h8 PR-10 IgE (F352, ImmunoCAP)
Apaxuc rAra h9 LTP IgE (F427, ImmunoCAP)
Bepésa rBet v 1 PR-10 IgE (T215, ImmunoCAP)
Bepésa rBet v2, rBet v4 IgE (T221, ImmunoCAP)
BeTta-naktornobynuH IgE (F77, ImmunoCAP)
Kapn (MapsanbbymuH) rCyp c1 IgE (F355, ImmunoCAP)
KoHanbbymuH siriua nGal d3 IgE (F323, ImmunoCAP)
Kowka rFel d1 IgE (E94, ImmunoCAP)
JInsoumm siiva nGal d 4 IgE (K208, ImmunoCAP)
MWHOPHbBIE KOMNOHEHTBI MbISbLl ¥ MPOAYKTOB pacTUTenbHOro npovcxoxaexus IgE (G214,

ImmunoCAP)

OBanbbymuH aua nGal d2 IgE (F232, ImmunoCAP)
OBomykong siiua nGal d1 IgE (F233, ImmunoCAP)

Owmera-5 MuaawH nwennupl rTri a19 IgE (F416, ImmunoCAP)
MonbiHb nArt v1 IgE (W231, ImmunoCAP)

MonbiHb NArt v3 LTP IgE (W233, ImmunoCAP)

Cobaka rCan f1 IgE (E101, ImmunoCAP)

Cobaka rCan f2 IgE (E102, ImmunoCAP)

Cos rGly m4 PR-10 IgE (F353, ImmunoCAP)

CbIBOPOTOYHBIV anbbymnH nBos d6 IgE (E204, ImmunoCAP)
TponomnoswuH kpeseTtok rPen a1l IgE (F351, ImmunoCAP)

12.02. TEXHONOI'MA IMMULITE

12.02.02.2 STAI BbisiBNeHne MHAMBUAYANbHOTO anfnepreHa
Alternaria alternata IgE (M6, Immulite)
Aspergillus flavus IgE (M311, Immulite)
Mucor racemosus IgE (M4, Immulite)
Penicillium notatum IgE (M1, Immulite)
Rhizopus nigricans IgE (M11, Immulite)

Akaums IgE (T19, Immulite)

AHaHac IgE (F210, Immulite)
AHaHac 1gG (F210, Immulite)
AnenbcuH IgE (F33, Immulite)
AnenbcuH 1gG (F33, Immulite)

Byk IgE (T5, Immulite)

BuHorpag IgE (F259, Immulite)
BuHorpag IgG (F259, Immulite)

BuwHs IgE (F242, Immulite)

BuwHs 1gG (F242, Immulite)

Bsi3 IgE (T8, Immulite)

penindpyT IgE (F209, Immulite)
penndpyT IgG (F209, Immulite)

Oy6 IgE (T7, Immulite)

R R NRRRNRRRRRNR

R R R RRRRR

RRrRrRRRRRPRRRPRR PR RPRRRPRRRERRRERRPRRRPRRERPRRERRRERRNMNND

RPINRRNRNRRPNRNRRPRRRRRPR

700
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700

3780
5 660
2570
3130
3720
3130
5 020
7210

2 360
2 360
2010
2 360
2040
2 360
2040
2040
2040
2 360
2040
2 040
2040
2 040
2040
2010
2010
2 040
1300
570
2040
580

1030

580
580
2040
2 360
2040
2040
2040
2040
2040
2040
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530
530
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530
530
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25.157.
25.158.
25.151.
25.152.
25.147.
25.148.
25.53.

25.139.
25.140.
25.153.
25.154.
25.17.

25.18.

25.143.
25.144.
25.123.
25.173.
25.174.
25.65.

25.179.
25.180.
25.119.
25.115.

40.168.
41.491.
41.496.
41.498.
41.421.
41.492.
41.493.
40.166.
41.419.
41.490.

41.500.
41.507.
41.506.
40.339.
50.44.2217.
41.503.
41.510.

41.511.

41.512.
41.513.
41.514.

1.91.1

1.99.1

1.92.1
1.96.1.
1.97.1
1.93.

1.94.1
1.95.1
1.98.1

50.2.2144.

50.38.2181.
50.38.2182.
1.92.46.
50.34.2181
50.37.2181
1.92.44.
1.92.47.
1.92.43.
1.92.41.
1.92.45.
50.35.2181
50.36.2181.
1.92.42.
50.1.2228.

XKentok anyHbin IgE (F75, Immulite)
XKentok anuHbin IgG (F75, Immulite)
Kanycta koyaHHas IgE (F216, Immulite)
KanycTa koyaHHas 1gG (F216, Immulite)
KapTtodens IgE (F35, Immulite)
KapTtodens 1gG (F35, Immulite)

KneH scenenuctHbin IgE (T1, Immulite)
JIumoH IgE (F208, Immulite)

JlumoH I1gG (F208, Immulite)

Jlococs IgE (F41, Immulite)

Jlocock 1gG (F41, Immulite)

Monoko kunsideHoe IgE (F231, Immulite)
Monoko kunsyeHoe IgG (F231, Immulite)
MopkoBb IgE (F31, Immulite)

MopkoBb IgG (F31, Immulite)

MepxoTb nowaawu IgE (E3, Immulite)
Puc IgE (F9, Immulite)

Puc IgG (F9, Immulite)

CocHa BenmyTtosa IgE (T16, Immulite)
dyHayk IgE (F17, Immulite)

dyHayk IgG (F17, Immulite)

Snutenun kponuka IgE (E82, Immulite)
OnuTenun xomsika IgE (E84, Immulite)

12.03.AINEPIrMA HA NEKAPCTBEHHbLIE CPEOCTBA

12.03.01.TexHonoruns ImmunoCAP
AHTUCcenTnyeckue n aHTnbakTepmansHble cpeactsa (ImmunoCAP) MK
YKenatuH koposui IgE (C74, ImmunoCAP)
WHcynuH ceuHon IgE (C70, ImmunoCAP)
MHcynuH yenoedeckuii IgE (C73, ImmunoCAP)
JlaTekc IgE (K82, ImmunoCAP)
MennumnnuH G IgE (C1, ImmunoCAP)
MeHnumnnuH V IgE (C2, ImmunoCAP)
MpeponepaumoHHas naHens IgE (ImmunoCAP) MK
dopmanbaermna/dopmanut IgE (K80, ImmunoCAP)
XnoprekcuauH IgE (C8, ImmunoCAP)
12.03.02.TexHonorusi Dr. Fooke
AnkypoHuym IgE (C53, Dr. Fooke)
BynuBakauvH, AHekanH n MapkauH IgE (C89, Dr. Fooke)
MenwueakauH u MNonokaunH IgE (C88, Dr. Fooke)
MecTHble aHecTeTvkn u muopenakcaHTsl IgE (Dr. Fooke) MK
HanpokceH (c110)
MpokauH n HosokawnH IgE (C83, Dr. Fooke)
TeTtpakaunH n [nkamH IgE (C210, Dr. Fooke)

12.04. TEXHONOI A RIDA ANNIEPTOCKPUH PA3BEPHYTBIE NMAHENN
MAHEIb NEONATPUYECKAA (RIDA-uMmmMyHO6M0T) (7 pecnupatopHbiX 1 13 nuLeBbIx
annepreHos) IgE
MAHEJb MUWEBbBLIX ANTNEPITEHOB (RIDA-MMMyHO6510T) (20 nuweBbIix annepreHos) IgE
MAHEJTb PECTTMPATOPHbIX AITNEPTEHOB (RIDA-ummyHo61510T) (20 pecnunpaTtopHbix) IgE
YHVUBEPCANbHAA MNAHESb (RIDA-nMMyHO60T) (13 pecnupaTopHbIX 1 7 MULLEBbIX
annepreHoB) IgE

13.TOKCUKONOTMYECKME MCCIEAOBAHNA

AHanus moun "BpepaHble NpuBbIYKK" (@MKOromb, HUKOTWH, HAPKOTUYECKNE U NMCUXOaKTUBHbIE
BellecTBa - 6onee 800 npeacraButenein)
MccnenoBaHne Moumn Ha BbisiBNiEHUE yNnoTpebneHns CUHTEeTUYECKNX kaHHabnHonaos "CnaricoB".

KonunyectBeHHoe onpefeneHne amdetammHa 1 ero Npon3BOAHbIX B MOYE.
KonunuyecteeHHoe onpeaeneHne 6apbutypatos B Moye

KonnyectBeHHoe onpegeneHve 6eH3oanasenvHoB B MoYe.

KonunyectBeHHoe onpeaeneHve kaHHabVMHOMAOB B MoYe

KonnyecTtBeHHoOe onpefeneHne kokanHa u ero MmetabonmToB B Moye

KonunuyecTBeHHOE onpeaeneHne onvaToB B MOYE.

MpenBapuTEnbHbIN aHann3 Mo4u Ha BbisiBNieHne 9 rpynn HapKOTUYECKUX U NMCUXOAKTUBHbIX
BELLECTB (onunatbl, KaHHabMHonabl, amdeTamnH, MeTaMpeTaMmnH, KOKaUH, 3KCTasmn
YrneBoa-gedpmuntHbI TpaHcdeppuH (CDT)

14.JIEKAPCTBEHHbBI MOHUTOPUHI

Banbnpoeas kucrnota (kon)

Banbnpoesas kucnota (mocne npvema npenapata) (kon)
[unrokcuH (kon)

[ndenHnH (dbeHntonH) (kor)

JTamoTpuakunHbl (namukran) (Kkos)
JleBeTnpauetam (kor)

JInsogpeH (MutoTaH) (kon)

Cuponumyc (kon)

Takponumyc (ko)

Tonupamar (kor)

deHobapbuTan (kon)

®uHnencuH (kapbamasenuH, TerpeTon) (Kos)
LinknocnopuH (kor)

3Beponumyc (kon)

15."TEHETUYECKME NCCITEQOBAHUA

15.01.YCIIYTUA
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570
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570
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3380
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1710

1320
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2200
2200
2900
2800
2300
2200
2900



GNOO1

GNO0O03

GNO002

GNPO028
GNPO053
19.94.

GNPO021
GNP128
GNP131
GNPO73

GNP117
GNP112
GNP118
GNP115
GNP126
GNP122
GNP123
GNP119
GNP114
GNP140
GNP127
GNP141
GNP116
GNP125
GNP113
GNP134

GNP129
GNP135

GNP142
GNP130
GNP043
GNP136
GNP137
GNP138
GNP139

GNP133
GNPO023
GNP124
GNPO022
GNPO066
GNP093
GNPO55
GNPO052
GNP032
GNPO70

GNP132

GNP026
GNPO081
GNP080
GNPO083
GNPOQ72
GNPO71

GNP121
GNPO008
GNPO030
GNP120
19.119.

GNP046
GNPO045
GNP044
GNPO025

GNPO050
GNP049
GNPO51
GNP034

GNP187
GNP186

Boigenexune HK (sBnsieTca 06s3aTenbHON AONOMHUTENBHOW YCIYron Npy OCyLLEeCTBNEHNN
3aka3a)
Beigenexue [HK 13 TkaHen (sB-cq 06a3. 4oON.ycryroi npu 3akase Ucc-si Ha rKC.B
hopmanuHe u 3akn.B napadwmH TkaH. GNP074,GNP075,GNP076,GNP077,GNP078,GNP079
3aknoyeHne Bpava-reHeTrka rno ogHOMY BUAY UccregoBaHui
15.02.KOMMNEKCbI FTEHETUYECKMX UCCNEQOBAHUIA

15.02.01.TepaneBTu4eckme nccnegoBaHns

BonesHb Kpona_MK

BPOHXWAJIbHAA ACTMA (6a3oBbinn) MK

BbisiBnenve annenu 27 nokyca B HLA (HLA-B 27)

"eHeTMka komnnekc NpoTpomMbuH_MK

"eHeTnyeckas anarHoctTuka bonesnn Pabpu (reH GLA)

"eHeTuyeckan natonorus nevenn (HFE, ATP7B, PiZ/S A1AT n PNPLA3)

eHeTn4eckas NpeapacnonoXeHHOCTb K nwemmnyeckomy nHeynbTy FGB:-455G>A, ITGA2:

807C>T, ITGB3: 1565T>C MK

eHognarHocTuka mozxeudkoBbix atakcuin (CLIA1,2,3,6,7; 6.Ppuapenxa)
"eHognarHocTuka 6onesHun MeHTuHrToHa (HTT)

"eHognarHocTuka 6onesuun Kennean (AR)

"eHognarHocTuka 6onesnHn Ppugpeixa (FXN)

"eHognarHocTuka 6onesnu Lapko-Mapu-Tyta 1A (PMP22)

"eHognarHocTuka MMoToHnYeckon amctpodum 1 Tuna (DMPK)

"eHognarHocTuka MmoToHnyeckon amctpocdum 2 Tna (CNBP)

"eHogmarHocTuka MblweyHon amctpodumm OioweHHa n Bekkepa (DMD)
"eHognarHocTuka nepBuyHon auctonun 1 tuna (DYT1)

"eHognarHocTuka c-ma MapTuHa-benna (cuHapoma noMKon X-XpoMOCOMbI)
"eHoamarHocTuka cuHagpoma anrvonatum LUAOACUIT/CADASIL

"eHognarHocTuka cuHgpoma Petta (MECP2)

"eHognarHoctuka cmHapoma Tpemopa/atakcum (FMR1)

"eHogmarHocTuka cnactuyeckon napannerus Wrpiomnens ( SPG4)

"eHoamarHocTka HacrneacTBeHHbIX hopm 6onesHu MNapkuHcoHa

eHoTunMpoBaHue 11 myTauwmii reHa CYP21A2 npu BpoXXAEHHOW rmnepnnasmm Kopbl
HaZNo4Ye4YHMKOB (Knaccuyeckne opmbl)

"eHoTMNMpoBaHue 13 myTauwmii reHa ATP7B npu 6one3Hn BunbcoHa-KoHoBanosa
[eHoTMNMpoBaHWe 4 myTtauui reHa CYP21A2 npu Heknaccuyeckon hopme BpoXaeHHON
rMnepnnasuyM HaanoYe4YHUKOB

"eHoTMNMpoBaHuve PiS n PiZ annenei anbda-1 aHTUTPUNCHMHa

eHoTunmpoBaHne PNPLA3 npu HeankoronbHoOM ctearorenatute

"'MnepToHus (komnnekc)

"opMoHanbHas YyBCTBUTENbLHOCTL aHaporeHoBoro peuentopa AR (CAG-noBTopbI)
OunarHoctuka MODY?2 guabeTta (cekBeHMpoBaHue)

OunarHoctuka MODY3 guabeta (cekBeHvpoBaHue)

[narHocTuka ceMenHoro MeaynnsipHoro paka LWUTOBMAHOW Xenesbl U cuHapomos MOH 1
n2

[unarHoctuka Cungpoma KnanHdensTepa

MHrmbuTop aktmeatopa nnasmunHoreHa_MK

McenenosaHne SOD1 npu 60KOBOM aMMOTPOUHECKOM CKIepo3e

IlevipeHosckas mytaums_MK

MyKOBMCUMOOS.

HacnepacTtBeHHas NnpeapacnonoXeHHOCTb K pa3BuTuio caxapHoro Avabeta 2 Tuna_MK
HACNEOCTBEHHLI TEMOXPOMATO3

HevipoceHcopHas HecvHapomanbHas TyroyxocTb (GJB2). Monumopdmnam: 35DelG
HenepeHocnmocTb nakto3sl MK

O6ycnoBneHHOCTb CUMbl BocnanutenbHon peakuum IL6: -174 G>C, 1L10: -1082 G>A_MK

OnpepenexHve npeaakcnaHcUm Npyu NepBUYHON SSIMYHUKOBOW HELOCTATOMHOCTM ( B reHe
FMR1)
OcTteonopo3s (komnnekc )_MK
MpeapacnonoxeHHocTb k AnabeTy |l Tuna
MpeapacnonoxeHHOCTb K oxupeHuto n anabety Il Tna
MpeapacnonoxeHHOCTb K pa3BUTUO Uemuyeckon 6onesum cepaua "MIBC-ckpuH"
Pe3ncTeHTHOCTb K aHTMarperaHTHon Tepanuu (acnupuH, nnaeuke) ITGB3: 1565T>C_MK
Puck passutus paka nerkmx npu kypenun GSTP1: lle105Val, GSTT1: null, GSTM1:
null MK
CewmenHas cpegnsemMHomMopckas nuxopaaka reH MEFV
CuHgpom Xunebepa MK
CnuHanbHas amnoTpodus
TunuposaHue HLA B51 npu 6onesnn bexyeta
TunuposaHve HLA DQ2/DQ8 npu uenvakuu
Tpombodunus - 6a3oBbIN.
Tpombodunus - CKPUHUHT
TPOMBO®PUJTNA pacumpeHHasi
deHunkeToHypus_MK
15.02.02.J1ekapCTBEHHBIN MOHUTOPUHT
MeTtabonuam BapapvHa - 6a30BblIi.
Tpombounus - opanbHble KOHTPaLENTUBbI.
YyBCTBUTENbLHOCTb K BUTamMuHy [.
YyBCTBUTENBLHOCTL K MEYEHNI0 XPOHNYECKOro renatuta pubaBMpuHOM 1 nHTepepoHOM

15.02.03.0OHKOreHeTuka
Solo ABC: ananu3 gaHHbix o reHax BRCA1, BRCA2, CHEK2, ATM (kpoBb)
Solo ABC: aHanu3 gaHHbix o reHax BRCA1, BRCA2, CHEK2, ATM (napadpmHoBbI 6510K)

3 320

1 580

5 750

3 2 500
3 2 500
3 1840
3 1100
14 6 700
14 6 700
3 2030
14 4 900
14 4 200
14 4 400
14 4 200
14 4 200
14 4 200
14 4 200
14 6 800
14 4 200
14 4 000
14 6 700
14 6 700
14 4 000
14 6 700
14 4 200
14 6 800
14 8 800
14 3700
14 3700
14 2 400
3 3300
14 3700
14 7 700
14 7 700
14 7 700
14 4 000
3 580

14 6 800
3 580

3 2 600
3 4900
5 1600
3 1050
3 980

3 1820
14 4 000
3 4 240
3 2 500
3 2 500
3 2 500
3 980

3 2790
14 8 800
3 1290
14 2 400
14 2 400
14 5900
3 3570
3 2130
3 4 960
3 3 860
3 1980
3 1730
3 1050
3 650

14 47 000
14 47 000



GNP085
GNPO084

GNPO096

GNP177

15.80.
50.2.2280.2
50.2.2280.1
GNP153

GNP020
GNP145

15.75.

GNP151
GNP178
GNP143

GNP144
GNP092
GNPO091
GNPO77

GNPO75

GNP048
GNPO57
GNP152

GNPO79

GNP102
GNP099
GNP105
GNP104
GNPO78

GNP101
GNPO74

GNP103
GNPO76

GNP095
GNP100
GNP180

GNP175
GNP106

GNP098
15.77.
GNP174
20.121.
GNP173
GNP176

GNPO19
GNP082
GNPO029

GNPO11
GNPO086

GNPO047
GNP069
GNPO035

BobisiBneHue n konnyectseHHoe onpeaenexdme MPHK xumepHoro reHa ber-abl (p210)
OunarHoctuka Ph-HeraTuBHbIX XpPOHUYECKMX MUenonponudepaTUBHbIX 3a6orneBaHuii.
MyTtauma AHyc-knHasbl 2 JAK2 Val617Phe (kayecTBeHHbIN aHanusa)

OunarHoctuka Ph-HeraTuBHbIX XPOHUYECKMX MuenonponudepaTnBHbix 3aboneBaHui.
MyTauus AHyc-kuHasbl 2 JAK2 Val617Phe (konnyecTBeHHbIV aHanm3)
MonekynspHo-61onornyeckoe nccnefoBaHe reHoB Npy 3NoKaYeCTBEHHbIX
HoBOOGpa3oBaHusx. MaHenb Ans conuaHeix onyxonen metogom NGS Multi-Cancer Panel
(56 reH

MonekynapHo-reHeTnyeckoe uccrieqosaHme mytaumi 15 ak3oHa reHa BRAF
(6roncuiHbI/onepaLoHHbIN MaTepuran)

MonekynspHo-reHeTu4eckoe nccrnegosaHve Mmytauni B reHax BRCA 2
(6roncuiHblii/onepauoHHbIN MaTepuan)

MonekynspHo-reHeTnyeckoe nccrnegosaHve mytauui B reHax BRCA1
(6roncuiHbIi/onepaLmoHHbIN MaTepuan)

MonekynspHo-reHeTnyeckoe uccrnegosarHve mytauni B reHax BRCA1 n BRCA2
(6roncuiiHbl/onepaumoHHbI MaTepuarn)

HenonnnoaHbin pak Toncrton kuwwku(komnnekc ) MK

OnpepeneHne MeTunupoBaHusi npomoTtopa reHa MGMT (6uoncuiiHbii/onepauyoHHbIi
martepwmarn)

OnpepfeneHne MyUKpocaTennnTHon HectabuneHocTy (MSI)

Onpepenenne mytauumn T790M reHa EGFR (6roncuiiHbli/onepaumoHHbIi MaTepurarn)
Onpepenenve mytauun T790M reHa EGFR (kpoBb)

Onpepenenve mytauum B reHe IDH1 (cekBeHupoBaHue) (broncuiiHbIin/onepaumoHHbIi
martepuarn)

Onpepenenne myTtauum B reHe IDH2 (cekBeHupoBaHue) (broncuiiHbiin/onepaumoHHbIi
maTtepwuan)

OnpepeneHne mytaumi 15 ak3oHa BRAF, 2-3 ak3oHoB NRAS n 11,13,17 ak3oHax c-KIT
npu MenaHome

Onpepenenne myTtauuii 15 ak3oHa reHa BRAF 1 9, 11,13,17 ak3oHax reHa c-KIT npwu
MenaHome

Onpepenenne mytauuii V600 B reHe BRAF ( kayecTBeHHoe onpegeneHve myTtauum V600E
B reHe BRAF)

Onpepenenne myTtauuii B reHax BRAF, KRAS, NRAS (kau.onpen.V600E B
BRAF;12kog.(Gly12Asp,Gly12Ala,Gly12Arg,Gly12Val,Gly12Ser,Gly12Cys),13koa.(Gly13As
p) KR

Onpepenenne mytauuii B reHax BRCA1 n BRCA2 (kpoBb)

Onpegenexuve mytaumi B reHax BRCA1, BRCA2 n CHEK2 (kpoBb)

Onpepenenne mytauuii B reHax KIT n PDGFRA (6roncuiiHblii/onepaumoHHbIi MaTepuarn)

OnpepeneHne myTtauuii B reHax KRAS, NRAS (kau. onpea. myTtauuii 12kogoHa
(Gly12Asp,Gly12Ala,Gly12Arg,Gly12Val,Gly12Ser,Gly12Cys),13koa. (Gly13Asp) KRAS u

Onpepenenvie mytauuii B reHe ASXL1

OnpepeneHne mytaumii B reHe CEBPA

Onpepenenve mytauuii B reHe cKIT

Onpepenexne mytaumii B reHe CXCR4 (KOCTHbIN MO3r)

Onpepnenexune mytaumi B reHe EGFR (kauecTtBeHHoe onpeaenexve mytauum L858R un 27
neneuun (del) B 19 ak3oHe reHa EGFR)

OnpepeneHve myTtauuii B rene EZH2

OnpepeneHne myTtauuii B reHe KRAS (kauecTBeHHOe onpeaeneHve myTtaumi 12 kogoHa
(Gly12Asp, Gly12Ala, Gly12Arg, Gly12Val, Gly12Ser, Gly12Cys) u ogHol myTa
Onpegenexve mytaumi B reHe MYD88 (L265P) (KOCTHbIN MO3r)

OnpepeneHue mytaumi B reHe NRAS (kauecTBeHHOe onpeaernenve mytauuin 12 kogoHa
(Gly12Asp, Gly12Cys, Gly12Ser), 13 kogoHa (Gly13Asp, Gly13Arg) n 61 kogoH
OnpepeneHne mytauumi B reHe PIK3CA

OnpegeneHve mytaumi B reHe WT1

Onpepenenne mytauuii reHoB BRCA1 n BRCA2 metogom NGS (cekBeHupoBaHue Bcex
koampytowmx obnacten reHoe BRCA1 n BRCA2) (kpoBb)

Onpepenenne myTtauuii reHoB BRCA1 n BRCA2 metogom NGS (cekBeHupoBaHue Bcex
koaupytowmx obnactern reHoB BRCA1 n BRCA2) (napacduHoBbIn 6510K)

OnpepeneHne MyTaLMOHHOTO cTaTyca reHOB BapuabernbHbIX Y4acTKOB MMMYHOro6ynMHoB

OnpepeneHne TpaHcnokauuit reHa ALK (FISH) (6roncuiiHblin/onepaumoHHbIi MaTepuarn)
OnpepeneHue TpaHcnokaumi reHa ROS1

OnpepeneHue akcnpeccuu reHa FLT3 (kpoBb)

OnpepeneHwne akcnpeccuu reHa PCA3

Onpegenexue akcnpeccun reHa PRAME (kpoBb)

Pak nerkvix u pak ToncTow K1LLKW paclumpeHHas naHens metogom NGS (AKT1 EGFR
FGFR2 NOTCH1 STK11 ALK ERBB2 FGFR3 NRAS TP53 BRAF ERBB4 KRAS PIK3CA

CTNNB1
Pak Toncton knwkun un xenyaka(komnnekc ) MK

15.02.04.300p0oBbIn 06pas n3Hu

eHeTnYeckas NpeapacnonoXeHHOCTb K M3GbITOYHOMY BECY (C 3aknoveHnem Bpava
reHeTuka)

[MpegpacnonoxeHHOCTb k ankoronuamy MK

CKMOHHOCTb K OXupeHuto(komnnekc ) MK

CnopTuBHas reHeTuka. MiHagusnayanbHble 0CO6eHHOCTM Ans Bbibopa 3 deKTUBHOIO U
6e30nacHOro pexumma TPeHUMPOBOK (C 3aKMNOYEHNEM Bpava reHeTuka)

15.02.05.Penpoaykums

MeTabonuam cdonaTos.
MY>XXCKOE BECMIIOANE_MK
daktop Azoocnepmum (AZF)
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1900
2500

2700

55 000

7 900

2 050

2050

2900
3500
12 000

12 000
6 000
6 000

12 000

12 000

16 000

12 000

6 900

12 900
2900
4410
16 000

8 900

7 900
3200
3200
7900

6900
7 900
6 900
7900
6 900

12 000
7900

27 000

27 000

9200

17 000
12 000
8 000
5 000
8 000

35000

1100

1540

1 600
3690

3500

2540
7 390
3140



15.78.
20.120.

20.180.

20.181.

20.182.

19.41.
19.42.
19.40.

30.13.
30.16.

30.3.
30.4.

30.8.

30.28.
30.29.

GNO0190
GNO0191
GNO0020
GNO0039
GNO0038
GNO0040
GNO0041
GNO0042
GNO0049
GNO0050
GNO0091
GNO0242
GN0243
GNO0252
GN0250
GNO0251
GN0024
GNO0021
GN0023
GNO0022
GNO0008
GNO0009
GNO0007
GNO0017
GNO0076
GNO0015
GNO0014
GNO0013
GNO0011
GNO0010
GNO0012
GNO0170
GNO0169
GNO0316
GNO0172
GNO0189
GNO0159
GNO0160
GN0162
GNO0107
GNO0109
GNO0108
GNO0113
GN0292
GNO0211
GNO0212

GNO0196
GNO0208
GNO0045
GNO0085
GNO0081

15.02.06.KapunoTtunupoBaHue
AHanu3 KapmMoTuna KNneTok KOCTHOro Mo3ra
AHanus kapuoTtuna NMMoLMTOB Nepndepruyeckor KpoBM (KONMMYECTBEHHBIE U
CTPYKTYPHbIE aHOMarnum XpoMocoMm), ¢ dhotorpacdumen

MOJ'IeKyJ'IﬂpHO-LI,VITOI'eHeTVNeCKOG nccnegosaHue aGOpTMBHOFO Martepuana (XOpVIOH,

nnaueHTa) (oLeHka Hanmumnsa aHeynnovami (xpomocom 13, 16, 18, 21, 22, X, Y) (FI

MOJ'IeKyJ'IﬂpHO-LI,VITOFeHeTVNeCKOG nccnegosaHune aGOpTMBHOFO MaTtepuana (XOpVIOH,

nnaueHTa) (oueHka Hanuumnsa aHeynnovami (xpomocom 13, 18, 21, X, Y)

PaclumpeHHbIi aHanma kapuoTuna ¢ BbIABNEHNEM XPOMOCOMHbIX abeppauuii (BbisiBNeHue
XPOMOCOMHOW HeCTabunbHOCTU, BO3HUKLLEN B pe3ynbTaTe BO3AENCTBUS MyTareHHbIX ¢

15.02.07.TunuposaHue reHos HLA I
TunuposaHue reHos HLA 1I: nokyc DQA 1
TunuposaHue reHoB HLA II: nokyc DQB 1
TunuposaHue reHos HLA 1I: nokyc DRB 1

15.03.TECTbl HK HA OTLIOBCTBO/ MATEPUHCTBO

15.03.01.MHdopMaLmMOHHbIE uccrieqoBaHns
Tect AHK Ha maTeprHCTBO (MHOPMAaUMOHHEIN) MaTb/pebeHok

Tect AHK Ha maTepuHCTBO (MHOPMAaLMOHHBIN) TeCT Ha MaTepUHCTBO C poauTENsAMU

maTtepu (pebeHok/aenyLuka n 6abylika no Mmatepu)

Tect AHK Ha oTuoBCcTBO (MHpOpMaLMoHHbIN) OTeu/pebeHok

Tect AHK Ha oTuoBCTBO (MHOpPMaLMoHHbIN) OTel/pebeHok/MaTh (Npu HanM4um
Buonoruyeckon marepm)

Tect OHK Ha oTLOBCTBO (MHOPMAaLMOHHbIN) TeCT Ha OTLOBCTBO C poaMTeEnsMuM oTua

(pebeHok/oenyuika n 6abyluka no oruy)

15.03.02.Tect OHK nHdOpMaUMOHHBIN, 4ONONHUTENBbHBIN Y4aCTHUK
[lononHnTenbHbIN y4acTHUK 1
Tect OHK nHdopMauNOHHbIN, AOMNONHUTENBHbBIA YH4ACTHUK 2

15.04.MHOMBUOYAJIbHBIE TEHETUYECKWE NCCIEAOBAHUA

3-rngpokcu-3-meTunrnytapun-koaHaum A peayktaza HMGCR: rs12654264
3-rmpgpokeu-3-meTunriytapun-koaHanm A pegykraza HMGCR: T/G SNP 29
ANKK1: Glu713Lys; DRD2: TaglA

BRCAL: 4153DelA.

BRCA1: 5382InsC.

BRCAL: A1708E/V; Ala1708Glu/Val.

BRCA1: Arg1699Trp; R1699W.

BRCAZ2: 6174DelT.

CDH1: C-160A (C-285A)

CDH1: C2076T; Ex13-89T>C.

CYP1Al: CYP1A1*2A (Mspl Polymorphism).

MutY romonor 1 (E.coli) MUTYH: Gly396Asp (Gly382Asp)

MutY romonor 1 (E.coli) MUTYH: Tyr165Cys (Y165C)

NOD-nogo6Hein peuentop 2 NOD2: 3020InsC

NOD-nogo6HbIi peuentop 2 NOD2: Arg702Trp (R702W)

NOD-nogo6Hbin peuentop 2 NOD2: Gly908Arg (GO908R)

AneHomMaTto3HbI nonuno3 Toncton knwku APC: 1061Del5
AOeHoMaTo3HbI Nonmno3s Torcton kuwku APC: 1309Del5
AfeHomaTo3HbI nonuno3s Tonctoi kuwku APC: Glu1317GIn (E1317Q)
ApeHomaTo3HbI nonuno3d Toncton kuwku APC: [le1307Lys (11307K)
AavnoHektnH ADIPOQ: G276T

AgunoHekTnH ADIPOQ: T45G

AnkoronbaerugporeHasa 1B (knacc |) ADH1B: ADH1B*2 (Arg48His; Arg47His)
AnbgernpaervaporeHasa 2 ALDH2: ALDH2*1/*2 (Glu504Lys; E504K)
Anbda-5-H1KkoTuHOBbIN xonuHeprudeckuin peuentop CHRNAS: Asp398Asn (D398N)
AHrnoteH3wuH Il peuentop, Tun 1 AGTR1: A1166C.

AHrnoteHaunHoreH AGT: AGT, -6A haplotype (-6G-A)

AHrnoteHauHoreH AGT: Met235Thr (M235T; Met268Thr; M268T).
Beta-2-agpeHopeuentop ADRB2: GIn27Glu (Q27E)
Beta-2-appeHopeuentop ADRB2: Gly16Arg (G16R)
Beta-3-agpeHopeuentop ADRB3: Trp64Arg (W64R)

emoxpomaTo3 HFE: Cys282Tyr (C282Y)

"emoxpomaTo3 HFE: His63Asp (H63D)

"eH-cynpeccop onyxoneBoro pocta TP53: ¢.215C>G (p.Pro72Arg)
"MaBHbIN KOMMIEKC MTMCTOCOBMECTUMOCTH, knacc |, A HLA-A: rs6457110
["NaBHbIN KOMMEKC TMCTOCOBMECTUMOCTH, knacc |, J (ncesgoreH) HLA-J: rs4959039
'nytaTnoH S-tpaHcdepasa M1 GSTM1: null genotype

nytaTnoH S-tpaHcdepasa M1 GSTP1: lle105Val (1105V)

'nytaTnoH S-tpaHcdepasa Tetal GSTT1: null genotype
OurvpaponupumunanH gervaporeHasa DPYD: DPYD*2A (IVS14+1G>A)
OurvaponupumunanH gervaporeHasa DPYD: DPYD*9A (Cys29Arg; C29R)
OurvaponupumuanH gervaporeHasa DPYD: Met166Val (M166V)
HodamnHoBbI peuentop D2 DRD2: rs6277

MHrmbnTop aktmBatopa nnasmuHoreHa SERPINE1: 4G/5G (PAI1: 4G/5G; Ins/Del G).
WHTerpuH, anbda 2 ITGA2: C807T.

WHTerpuH, 6eta 3 (TpombounTapHbii rukonpotewnH llla) ITGB3: PIA1/PIA2 (Leu33Pro;

T1565C; HPA-1b).

WHTepnevikuH 10 IL10: A-1082G

WHTepneiikvH 6 IL6: G-174C

KanbuutoHnHoBbIn peuentop CALCR: C1377T (Pro447Leu)
Katexon-O-meTtuntpaHcdepasa COMT: A-98G (-118A>G)
KonnareH tTun |, anbca 1 COL1A1: 1663Ins/DelT

10
10

10

10

10

w w

NN NN

~

WWWWwWw W WWWwWWowwowwowowowowowowowowowowowowowowowowowowowowowowowowowowowowowowowowowowowow

6 690
5350

18 000

16 000

14 500

1350
1350
1350

13 500
15 860
13 500
17 210

15 860

5510
5510

580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
980
980
980
580
580
580
580
580
580

980

980
980
580
580
580



GNO0080
GNO0079
GNO0082
GNO0083
GNO0149
GNO0217
GNO0221
GNO0220
GNO0219
GNO0239
GNO0238
GNO0240
GNO0106
GNO0326
GNO0277
GNO0345
GN0282
GN0284
GN0285
GNO0287
GNO0288
GN0234
GNO0235
GNO0232
GNO0233
GNO0060

GNO0061
GNO0062
GNO0064
GNO0069
GNO0056

GNO0066

GNO0417
GNO0059

GNO055

GNO0418

GNO0O065

GNO0067
GNO0057

GNO0241
GNO0329
GN0328
GNO0330
GNO0142
GNO0143
GNO0145
GNO0144
GNO0281
GNO0230
GNO0114
GNO0314

GNO0315

GNO0154
GNO0155
GNO0153
GNO0122
GNO0123
GNO0124
GNO0346
GNO121
GNO0313
GNO0272
GNO0271
GNO0270
GNO0276
GNO0274
GNO0269
GNO0273
GNO0129
GNO0130

KonnareH tTun |, anbda 1 COL1A1: G-1997T

Konnarex tun |, anbda 1 COL1A1: Sp1-polymorphism (G2046T)

Konnarex tun lll, anbda 1 COL3A1: G2092A (Ala698Thr; A698T)

Konnarex Tnn V, anbda 1 COL5A1: C267T (BstUI-polymorphism)

KoHHekcuH 26 GJB2: 35DelG

Jlaktasa LCT: T-13910C (C/T-13910)

JlentnHoBbIn peuentop LEPR: GIn223Arg (Q223R)

JlentuHoBbIn peuenTtop LEPR: Lys109Arg (K109R)

JlentnHoBbIn peuenTtop LEPR: Lys656Asn (K656N)
MeTtunenTeTtparngpoconatpegykrasda MTHFR: A1298C (Glu429Ala).
MeTtunenTeTparngpodonatpeaykraza MTHFR: C677T (Ala222Val).

MeTuoHuH cuHTasa MTR: Asp919Gly (A2756G).

MnaueHTapHbI u npoctaTnyeckun DLG DLG5: Arg140GIn (R30Q)

Monunentug 1A cemerictea YO®-rnokypoHuntpaHcdepassl 1 UGT1A1: UGT1A1*28
MpoonuomenaHokopTvH POMC: Arg236Gly (R236G)

MpoTeunH 6, cxoaHbiii ¢ C1g 1 dpakTopom Hekpo3sa onyxonen C1QTNF6: rs5756546
MpoTeunH-TnposnHegocdatasa 22 PTPN22: Arg620Trp (R620W)

[MpoTooHkoreH RET: Cys611 (Cys611Trp)

MpoTooHkoreH RET: Cys618 (Cys618Ser/Arg)

MpoTtooHkoreH RET: Cys620 (Cys620Arg/Tyr/Phe/Trp/Ser)

MpoTooHkoreH RET: Cys634 (Cys634Gly/Tyr/Ser/Phe/Arg/Trp)

Pak npsiMon kuwiku, HenonmnosHein (tun 2) MLH1: Ala681Thr

Pak npsiMon Kuwiku, HenonmnosHoli (tun 2) MLH1: G-93A (93G>A)

Pak npsimon kuwiku, HenonunosHein (tun 2) MLH1: His329Pro (H329P)

Pak npsiMon Kuwwikn, HenonunosHoli (tun 2) MLH1: Pro648Ser

Perynatop TpaHcmem6paHHon npoBognmocTu npu mykoucumnaose CFTR: 1677DelTA (2-bp
Del, 1677TA)

Perynatop TpaHcmemMbpaHHon npoBoanmocTu npu mykoBucungose CFTR: 2143DelT
Perynatop TpaHcMemM6paHHoM npoBoanMocTy Npy MykoBucumaose CFTR: 2184InsA.
Perynatop TpaHcmem6bpaHHoi nposoaMmocTu npu mykoeucunaode CFTR: 3821DelT
Perynatop TpaHcmeM6paHHoi npoBognMocTu npu Mmykoucumnaose CFTR: 3849+10kbC>T
Perynatop TpaHcMembpaHHoi nposoammocTu npu mykosucumnaose CFTR: Arg117His (R117H)

Perynatop TpaHcmemM6paHHoi npoBoanmocTu npu mykoucungose CFTR: Asn1303Lys
(N1303K).

Perynsatop TpaHcmembpaHHoi npoBoammocTu npu mykosucumnaose CFTR: del 2,3 (21kb)
Perynstop TpaHcmembpaHHoi npoBoamMmocTu npu mykosucunaosze CFTR: Del_lle507; Delta
1507

Perynstop TpaHcMem6paHHoi npoBoaMMocTy npu mykosucumnaosze CFTR: F508Del; delta508

Perynatop TpaHcmembpaHHomn npoBognmocTtu npu mykoucumngose CFTR: Glu92LyS(E92K)
Perynatop TpaHcmembpaHHoi nposoammocTu npu mykosucumnaose CFTR: Gly542Ter (G542X)

Perynatop TpaHcmemMbpaHHon npoBognMocTu npun mykoucumnaose CFTR: L138Ins.
Perynstop TpaHcmembpaHHoi npoBoaMmocTu npu Mykosucumaose CFTR: Trp128Ter
(W1282X)

Pepyktasza MTRR: lle22Met (A66G)

Peuentop Butamuua D VDR: A-3731G (Cdx2)

Peuentop Butamuuda D VDR: b/B (Bsml Polymorphism; IVS10+283G>A).

Peuentop Butamuua D VDR: Fokl Polymorphism; Ex4+4T>C

Peuentop raMma-amMmmHobyTupoBoi kucnotbl A (anbda 1) GABRA1: rs2279020

Peuentop ramma-ammHobyTuposoi kucnotel A (anbda 2) GABRA2: rs279871

Peuentop ramma-ammHobyTpoBoi kucnoTsl A (anbda 6) GABRAG: C1236T

Peuentop ramma-ammHobyTuposoi kucnotel A (anbda 6) GABRAG: rs3219151

Peuentop ramma, aktvBmpyemsbiit nponudepatamu nepokcucom PPARG: Pro12Ala (P12A)
Peuentop menaHokopTtuHa (4 Tvn) MC4R: Val103lle

PeuenTtop aktogmcnnasmHa A2 EDA2R: rs1352015

CynepceMencTBO peuenTopa dakTopa Hekpo3sa onyxonen, nentug 11b TNFRSF11B: Asn3Lys
(G1181C)

CynepcemeiicTBO peLienTopa daktopa Hekposa onyxonein, nentug 11b TNFRSF11B: T245G
(245T>G)

TpombGouunTapHbIv rmukonpoteuH Ib, anbga-nonunentug GP1BA: Ins/Del (VNTR A, B, C, D)
TpombounTtapHbIv mukonpoteuH Ib, anbda-nonunentug GP1BA: T-5C; Kozak sequence
TpombounTapHbIv rukonpoTeunH Ib, anbda-nonunentug GP1BA: Thr161Met (T161M)
Paktop koarynauum Il (TpombuH) F2: G20210A.

dakTop koarynsauum Il (tpombuH) F2: Thr165Met (T165M)

daktop koarynauum V (F5 daktop Jlengena) F5: Factor V Leiden (G1691A; Arg506GIn).
dakTop koarynsauum VIl (npokoHBepTuH) F7: 10976 G>A (Arg353GIn)

daktop koarynauum Xlll (nonunentug A1) F13A1: Val34Leu (Val35Leu).

dakTop Hekposa onyxornen TNF: TNF-308 (G-308A)

deHnnanaHuHrugpokcunasa PAH:
deHnnanaHuMHrngpokcunasa PAH:
deHnnanaHuHrugpokcunasa PAH:
deHnnanaHuMHrngpokcunasa PAH:
deHnnanaHuHrugpokcunasa PAH:
deHnnanaHuMHrngpokcunasa PAH:
PeHnnanannHrngpokcmnasa PAH:

Arg158GIn (Arg158Pro)
Arg252Gly (Arg252Trp)
Arg408Trp

lle65Asn (Ile65Thr; lle65Ser)
IVS10-11g>a

IVS12+1g>a

Pro281Leu (P281L)

dubprHoreH (KoarynsiumoHHbli dpaktop 1) FGB: C-148T

®PnbpuHoreH (KoarynsumoHHbin caktop 1) FGB: G-455A (G-467A).
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580
580
580
580
580
980
580
580
580
580
580
580
580
1290
580
580
580
580
580
580
580
580
580
580
580

580

580
580
580
580

580

580
580
580

580

580

580
580
580

580
580
580
580
580
580
580
580
580
980
580

580

580

980
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580
580



GNO0141

GNO0095

GNO0071
GNO0073
GNO0074
GNO0070
GNO0415
GNO0259
GNO0261
GNO0120
GNO0119
GNO0118

32.1.
32.2.
32.32.
32.3.
32.33.

PonnuKynocTUMynupyoLmii ropmoH, 6eta nonunentug FSHB: Tyr76Ter (Tyr94Ter; Y76X;
Y94X)
Lintoxpom P450, cemeincteo 2, nogcemericteo C, nonunentug 9 CYP2C9: CYP2C9*2
(Arg144Cys; R144C).
YeknomHT-knHasa 2 CHEK2: 1-bp Del, 1100C (1100DelC)
YeknoiiHT-knHa3a 2 CHEK2: Arg181His (R181H)
YeknomHT-knHasa 2 CHEK2: Glu239Lys/Ter (E239K/X)
YeknoiiHT-knHasa 2 CHEK2: lle157Thr (1157T)
YeknownHT-kmHasa 2 CHEK2: IVS2+1G>A
OHpgoTenuanbHasi cuHTasa okcmaa asota, Tun 3 NOS3: 4b/a VNTR polymorphism (4a/4b)
OHpoTenuanbHasi cuHTasa okcmaa asota, Tun 3 NOS3: T-786C
OctporeHosebin peuentop 1 ESR1: Btgl Polymorphism (G2014A)
OcTtporeHoBbin peuentop 1 ESR1: Pvull (T-397C)
OctporeHosein peuentop 1 ESR1: Xbal Polymorphism (A-351G)
16.00MOJNTHUTEJIbHBLIE MEOVUMWHCKUE YCITYTU
B3siTne 6uomatepuana (kpoBb BEHO3Has)
B3sTne 6uomatepuana (KkpoBb KanunnsipHasi)
B3sitTne 6uomatepuana (Ma3ok U3 poTornoTKM U HOCOTMOTKM)
B3sTne 6Guomatepunana (Masok).
B3atne 6ruomartepunana (yporeHutanbHbIi Ma3ok)
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